
DNA replication
Hs. Cluster
Hs.225951
Hs.145279
Hs.152759
Hs.5169
Hs.211602
Hs.13512
Hs.159557
Hs.21907
Hs.50758
Hs.25363
Hs.28853
Hs.115474
Hs.4756
Hs.271353
Hs.25292
Hs.166563
Hs.1384
Hs.91417
Hs.77204
Hs.77152
Hs.197345
Hs.74598
Hs.57301
Hs.78934
Hs.74420
Hs.177548
Hs.77171
Hs.78996
Hs.29117
Hs.79411
Hs.154443
Hs.166846
Hs.27910
Hs.153138

Cell Cycle Control
Hs. Cluster
Hs.108124
Hs.74405
Hs.30464
Hs.16184
Hs.90303
Hs.1973
Hs.184510
Hs.75770
Hs.239663
Hs.656
Hs.146360
Hs.152759
Hs.5169
Hs.171834
Hs.76556
Hs.279919
Hs.83758
Hs.3548
Hs.249184
Hs.82380
Hs.79353
Hs.153752
Hs.93002
Hs.40323
Hs.279906
Hs.78466
Hs.62180
Hs.36708
Hs.334562
Hs.91728
Hs.239818
Hs.77597
Hs.153752
Hs.29287
Hs.100980
Hs.158184
Hs.179718
Hs.85137
Hs.353169
Hs.106070
Hs.7179
Hs.75188
Hs.82906
Hs.28853
Hs.279919
Hs.19400
Hs.4854
Hs.865
Hs.274248
Hs.376495
Hs.77204
Hs.10842
Hs.7101
Hs.240
Hs.153227
Hs.77171
Hs.101299
Hs.78996

M-Phase
Hs. Cluster
Hs.656
Hs.5169
Hs.211602
Hs.13512
Hs.289099
Hs.250822
Hs.66718
Hs.153752
Hs.29463
Hs.40323
Hs.62180
Hs.81848
Hs.36708
Hs.9329
Hs.91728
Hs.77597
Hs.69360
Hs.153752
Hs.50758
Hs.75180
Hs.120766
Hs.85137
Hs.7179
Hs.25723
Hs.19400
Hs.274248
Hs.376495
Hs.77204
Hs.24485
Hs.119324
Hs.80205
Hs.10842
Hs.7101
Hs.240
Hs.27910

Cell Adhesion
Hs. Cluster
Hs.178452
Hs.49587
Hs.57664
Hs.99902
Hs.75562
Hs.1526
Hs.1757
Hs.283743
Hs.102497
Hs.142023
Hs.183648
Hs.265829
Hs.2340
Hs.287797
Hs.6527
Hs.173737
Hs.173274
Hs.151469
Hs.80220
Hs.1741
Hs.239727
Hs.2877
Hs.287820
Hs.7912
Hs.3745

Enzyme linked receptor signaling pathway
Hs. Cluster
Hs.75216
Hs.81972
Hs.101766
Hs.323910
Hs.7510
Hs.356463
Hs.171992
Hs.102497
Hs.288261
Hs.103854
Hs.198298
Hs.381152
Hs.182248
Hs.239176
Hs.171992
Hs.81972
Hs.53250
Hs.372548

Nucleocytoplasmic Transport
Hs. Cluster
Hs.84746
Hs.169363
Hs.159557
Hs.180446
Hs.12720
Hs.155218
Hs.196209
Hs.9082
Hs.249495
Hs.380785
Hs.196209
Hs.172108
Hs.9880
Hs.249495
Hs.90073
Hs.9877
Hs.10842
Hs.169750
Hs.102929
Hs.301266
Hs.211608
Hs.26102
Hs.165439
Hs.151734
Hs.82712
Hs.69235

Humoral Immune Response
Hs. Cluster
Hs.278625
Hs.83532
Hs.126256
Hs.86131
Hs.296776
Hs.10326
Hs.9661
Hs.286124
Hs.73817
Hs.227152
Hs.7957
Hs.17409
Hs.158297
Hs.75106
Hs.41691
Hs.187958
Hs.202677
Hs.283476

GB Accession
AA465382
AA608548
AW105287
AA416876
AA598887
AA599145
AA676460
AA598797
AA283006
AA450249
N62245
H94617
AA620553
N24004
AA057723
H73714
AA978354
R97785
AA701455
AI688220
AW075443
AA428377
R10662
AA219061
H99257
AW148510
AA285155
AA450265
H46425
R39861
AA488610
AA680129
R87989
AA976714

GB Accession
AA888182
AA633997
AA425442
AA133548
H37774
AA676797
AI356363
AA045192
T54462
W95001
AA419251
AW105287
AA416876
AA283125
AA460168
AA699317
AA397813
AA029308
W85878
R49475
N73611
AA448659
AA430504
H38804
T90767
AA464557
R16712
AA488324
AA598974
AA458994
AA190747
AA629262
AI953408
H24301
N33955
AA457157
AA457034
AA608568
N62675
AW468794
AA029300
AA678396
AA598776
N62245
R97788
AI652019
N72115
AA279804
AA449693
AA496357
AA701455
AA456636
AA491011
AA282936
AA428959
AA285155
AA086475
AA450265

GB Accession
W95001
AA416876
AA598887
AA599145
AA609740
N64029
AI372035
AA448659
AA046523
H38804
R16712
AA683102
AA488324
AA936183
AA458994
AA629262
AA400476
AI953408
AA283006
N54551
N21079
AA608568
AA029300
AA456077
AI652019
AA449693
AA496357
AA701455
AA463411
AA430503
AA863383
AA456636
AA491011
AA282936
R87989

GB Accession
AA676957
W49781
AA436807
AA425422
AA487745
H85355
N27145
AI933104
AA430574
AW341041
N49751
AA424695
R06417
W67174
AA775249
AA057070
AA457038
AA045965
H17139
AW305071
N69675
AA425217
R62612
R45583
AA449667

GB Accession
AA598513
T50633
H22171
AA446928
AA460969
AA112105
AA045326
AA430574
W72201
AA142943
AW275187
AA449831
AW074995
AA256532
AI953602
R52961
N20203
R06567

GB Accession
AA291398
R41973
AA676460
AA425006
AA707312
AA464198
AI968091
AA733061
R40060
AA211459
AA504128
AA488609
AA418410
AA126911
N69204
AA481531
AA456636
AA280514
N94372
AA457050
R40059
R54193
AA504809
N75595
N62761
AA455456

GB Accession
AI880151
AA463497
AA150507
AA433944
AA459311
AI004901
T54166
H59916
R47893
AW003697
AA600189
AA873604
AI928135
AA130017
AA938490
AA292226
AW005514
AA447674

Gene name
POLS
SET
ASK
SGT1
SMC1L1
ZW10
KPNA2
HBOA
SMC4L1
PSEN2
CDC7L1
RFC3
FEN1
MUTYH
RNASEH2A
RFC1
MGMT
TOPBP1
CENPF
MCM7
G22P1
POLD2
MLH1
MSH2
ORC3L
PMS2
MCM5
PCNA
PURA
RPA2
MCM4
POLE
CEP2
ORC5L

Gene name
RPS4X
YWHAQ
CCNE2
RAD17
TSC2
CCNF
SFN
RB1
MLLT7
CDC25C
IFITM1
ASK
SGT1
PCTK1
PPP1R15A
RBX1
CKS2
MTCP1
TCF19
MNAT1
TFDP1
CDC25B
UBE2C
BUB3
CCNT1
PSMD8
ANLN
BUB1B
CDC2
PMSCL1
PIK3CB
PLK
CDC25B
RBBP8
PPM1D
KIAA1966
MYBL2
CCNA2
MGC15854
CDKN1C
RAD1
WEE1
CDC20
CDC7L1
RBX1
MAD2L2
CDKN2C
RAP1A
FLJ20758
SKB1
CENPF
RAN
ANAPC5
MPHOSPH1
GAK
MCM5
CUL5
PCNA

Gene name
CDC25C
SGT1
SMC1L1
ZW10
KATNA1
STK6
RAD54L
CDC25B
CETN3
BUB3
ANLN
RAD21
BUB1B
C20orf1
PMSCL1
PLK
KNSL6
CDC25B
SMC4L1
PPP5C
HSA6591
CCNA2
RAD1
SSSCA1
MAD2L2
FLJ20758
SKB1
CENPF
CSPG6
KNSL4
PIM2
RAN
ANAPC5
MPHOSPH1
CEP2

Gene name
CTNNA1
LPXN
ITGB6
OPCML
DDR1
ATP2A2
L1CAM
GP1BB
PXN
TACTILE
PPFIA1
ITGA3
JUP
ITGB1
GPR56
RAC1
ICAP-1A
CASK
CTNND2
ITGB7
DSC2
CDH3
FN1
NRCAM
MFGE8

Gene name
PTPRF
SHC1
TRAP-1
ERBB2
MAP3K7
FNTA
PTPRJ
PXN
MADH3
DOK1
SRC
GRB2
SQSTM1
IGF1R
PTPRJ
SHC1
BMPR2
PIK3R3

Gene name
CHC1
GLE1L
KPNA2
KPNB1
EIF4ENIF1
E1B-AP5
RAE1
NUP54
HNRPA1
XPOT
RAE1
NUP88
PPIH
HNRPA1
CSE1L
NUP62
RAN
TPR
AF3P21
TCOF1
NUP153
TRPS1
ASNA1
NUTF2
FXR1
TRN-SR

Gene name
C4B
MCP
IL1B
FADD
RFXANK
COPE
PSMB10
CD24
CCL3
MGC2198
ADAR
CRIP1
PDCD1
CLU
BATF
SLC6A8
CD2BP2
PTE1

Clone title
polymerase (DNA directed) sigma
SET translocation (myeloid leukemia-associated)
activator of S phase kinase
suppressor of G2 allele of SKP1, S. cerevisiae, homolog of
SMC1 structural maintenance of chromosomes 1-like 1 (yeast)
ZW10 homolog, centromere/kinetochore protein (Drosophila)
karyopherin alpha 2 (RAG cohort 1, importin alpha 1)
histone acetyltransferase
SMC4 structural maintenance of chromosomes 4-like 1 (yeast)
presenilin 2 (Alzheimer disease 4)
CDC7 cell division cycle 7-like 1 (S. cerevisiae)
replication factor C (activator 1) 3, 38kDa
flap structure-specific endonuclease 1
mutY homolog (E. coli)
ribonuclease H2, large subunit
replication factor C (activator 1) 1, 145kDa
O-6-methylguanine-DNA methyltransferase
topoisomerase (DNA) II binding protein
centromere protein F, 350/400ka (mitosin)
MCM7 minichromosome maintenance deficient 7 (S. cerevisiae)
thyroid autoantigen 70kDa (Ku antigen)
polymerase (DNA directed), delta 2, regulatory subunit 50kDa
mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli)
mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli)
origin recognition complex, subunit 3-like (yeast)
PMS2 postmeiotic segregation increased 2 (S. cerevisiae)
MCM5 minichromosome maintenance deficient 5, cell division cycle 46 (S. cerevisiae)
proliferating cell nuclear antigen
purine-rich element binding protein A
replication protein A2, 32kDa
MCM4 minichromosome maintenance deficient 4 (S. cerevisiae)
polymerase (DNA directed), epsilon
centrosomal protein 2
origin recognition complex, subunit 5-like (yeast)

Clone title
ribosomal protein S4, X-linked
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, theta polypeptide
cyclin E2
RAD17 homolog (S. pombe)
tuberous sclerosis 2
cyclin F
stratifin
retinoblastoma 1 (including osteosarcoma)
myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 7
cell division cycle 25C
interferon induced transmembrane protein 1 (9-27)
activator of S phase kinase
suppressor of G2 allele of SKP1, S. cerevisiae, homolog of
PCTAIRE protein kinase 1
protein phosphatase 1, regulatory (inhibitor) subunit 15A
ring-box 1
CDC28 protein kinase 2
mature T-cell proliferation 1
transcription factor 19 (SC1)
menage a trois 1 (CAK assembly factor)
transcription factor Dp-1
cell division cycle 25B
ubiquitin-conjugating enzyme E2C
BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast)
cyclin T1
proteasome (prosome, macropain) 26S subunit, non-ATPase, 8
anillin, actin binding protein (scraps homolog, Drosophila)
BUB1 budding uninhibited by benzimidazoles 1 homolog beta (yeast)
cell division cycle 2, G1 to S and G2 to M
polymyositis/scleroderma autoantigen 1, 75kDa
phosphoinositide-3-kinase, catalytic, beta polypeptide
polo-like kinase (Drosophila)
cell division cycle 25B
retinoblastoma binding protein 8
protein phosphatase 1D magnesium-dependent, delta isoform
KIAA1966 protein
v-myb myeloblastosis viral oncogene homolog (avian)-like 2
cyclin A2
hypothetical protein MGC15854
cyclin-dependent kinase inhibitor 1C (p57, Kip2)
RAD1 homolog (S. pombe)
WEE1+ homolog (S. pombe)
CDC20 cell division cycle 20 homolog (S. cerevisiae)
CDC7 cell division cycle 7-like 1 (S. cerevisiae)
ring-box 1
MAD2 mitotic arrest deficient-like 2 (yeast)
cyclin-dependent kinase inhibitor 2C (p18, inhibits CDK4)
RAP1A, member of RAS oncogene family
hypothetical protein FLJ20758
Homo sapiens cDNA FLJ35958 fis, clone TESTI2012394
centromere protein F, 350/400ka (mitosin)
RAN, member RAS oncogene family
anaphase promoting complex subunit 5
M-phase phosphoprotein 1
cyclin G associated kinase
MCM5 minichromosome maintenance deficient 5, cell division cycle 46 
cullin 5
proliferating cell nuclear antigen

Clone title
cell division cycle 25C
suppressor of G2 allele of SKP1, S. cerevisiae, homolog of
SMC1 structural maintenance of chromosomes 1-like 1 (yeast)
ZW10 homolog, centromere/kinetochore protein (Drosophila)
katanin p60 (ATPase-containing) subunit A 1
serine/threonine kinase 6
RAD54-like (S. cerevisiae)
cell division cycle 25B
centrin, EF-hand protein, 3 (CDC31 homolog, yeast)
BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast)
anillin, actin binding protein (scraps homolog, Drosophila)
RAD21 homolog (S. pombe)
BUB1 budding uninhibited by benzimidazoles 1 homolog beta (yeast)
chromosome 20 open reading frame 1
polymyositis/scleroderma autoantigen 1, 75kDa
polo-like kinase (Drosophila)
kinesin-like 6 (mitotic centromere-associated kinesin)
cell division cycle 25B
SMC4 structural maintenance of chromosomes 4-like 1 (yeast)
protein phosphatase 5, catalytic subunit
nucleolar cysteine-rich protein
cyclin A2
RAD1 homolog (S. pombe)
Sjogren's syndrome/scleroderma autoantigen 1
MAD2 mitotic arrest deficient-like 2 (yeast)
hypothetical protein FLJ20758
Homo sapiens cDNA FLJ35958 fis, clone TESTI2012394
centromere protein F, 350/400ka (mitosin)
chondroitin sulfate proteoglycan 6 (bamacan)
kinesin-like 4
pim-2 oncogene
RAN, member RAS oncogene family
anaphase promoting complex subunit 5
M-phase phosphoprotein 1
centrosomal protein 2

Clone title
catenin (cadherin-associated protein), alpha 1 (102kDa
leupaxin
integrin, beta 6
opioid binding protein/cell adhesion molecule-like
discoidin domain receptor family, member 1
ATPase, Ca++ transporting, cardiac muscle, slow twitch 2
L1 cell adhesion molecule (hydrocephalus, stenosis of aqueduct of Sylvius 1, MASA
glycoprotein Ib (platelet), beta polypeptide
paxillin
T cell activation, increased late expression
protein tyrosine phosphatase, receptor type, f polypeptide, interacting protein, alpha 1
integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 receptor)
junction plakoglobin
integrin, beta 1
G protein-coupled receptor 56
ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1)
integrin cytoplasmic domain-associated protein 1
calcium/calmodulin-dependent serine protein kinase (MAGUK family)
catenin (cadherin-associated protein), delta 2 
integrin, beta 7
desmocollin 2
cadherin 3, type 1, P-cadherin (placental)
fibronectin 1
neuronal cell adhesion molecule
milk fat globule-EGF factor 8 protein

Clone title
protein tyrosine phosphatase, receptor type, F
SHC (Src homology 2 domain containing) transforming protein 1
TGF beta receptor associated protein -1
v-erb-b2 erythroblastic leukemia viral oncogene homolog 2
mitogen-activated protein kinase kinase kinase 7
farnesyltransferase, CAAX box, alpha
protein tyrosine phosphatase, receptor type, J
paxillin
MAD, mothers against decapentaplegic homolog 3 (Drosophila)
docking protein 1, 62kDa (downstream of tyrosine kinase 1)
v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog (avian)
growth factor receptor-bound protein 2
sequestosome 1
insulin-like growth factor 1 receptor
protein tyrosine phosphatase, receptor type, J
SHC (Src homology 2 domain containing) transforming protein 1
bone morphogenetic protein receptor, type II (serine/threonine kinase)
phosphoinositide-3-kinase, regulatory subunit, polypeptide 3 (p55, gamma)

Clone title
chromosome condensation 1
GLE1 RNA export mediator-like (yeast)
karyopherin alpha 2 (RAG cohort 1, importin alpha 1)
karyopherin (importin) beta 1
eukaryotic translation initiation factor 4E nuclear import factor 1
E1B-55kDa-associated protein 5
RAE1 RNA export 1 homolog (S. pombe)
nucleoporin 54kDa
heterogeneous nuclear ribonucleoprotein A1
Exportin, tRNA (nuclear export receptor for tRNAs)
RAE1 RNA export 1 homolog (S. pombe)
nucleoporin 88kDa
peptidyl prolyl isomerase H (cyclophilin H)
heterogeneous nuclear ribonucleoprotein A1
CSE1 chromosome segregation 1-like (yeast)
nucleoporin 62kDa
RAN, member RAS oncogene family
translocated promoter region (to activated MET oncogene)
SH3 protein interacting with Nck, 90 kDa
Treacher Collins-Franceschetti syndrome 1
nucleoporin 153kDa
trichorhinophalangeal syndrome I
arsA arsenite transporter, ATP-binding, homolog 1 (bacterial)
nuclear transport factor 2
fragile X mental retardation, autosomal homolog 1
transportin-SR

Clone title
complement component 4B
membrane cofactor protein (CD46, trophoblast-lymphocyte cross-reactive antigen)
interleukin 1, beta
Fas (TNFRSF6)-associated via death domain
regulatory factor X-associated ankyrin-containing protein
coatomer protein complex, subunit epsilon
proteasome (prosome, macropain) subunit, beta type, 10
CD24 antigen (small cell lung carcinoma cluster 4 antigen)
chemokine (C-C motif) ligand 3
hypothetical protein MGC2198
adenosine deaminase, RNA-specific
cysteine-rich protein 1 (intestinal)
programmed cell death 1
clusterin 
basic leucine zipper transcription factor, ATF-like
solute carrier family 6 (neurotransmitter transporter, creatine), member 8
CD2 antigen (cytoplasmic tail) binding protein 2
peroxisomal acyl-CoA thioesterase

M-Phase
0
0
0
0
1
0
0
0
0
0
0
0
1
1
0
1
0
0
0
1
1
1
0
0
1
1
0
0
0
1
1
0
1
1
0
0
0
0
0
0
0
0
0
0
0
1
0
1
0
0
0
0
0
0
0
1
0
1
0
0
0
1
0
0
0
0
0
0
0
0
0
0
1
0
0
1
0
0
0
0
0
0
0
1
0
0
1
0
0
0
0
0
0
0
0
0
0
0
1
0
1
0
1
0
0
0
0
1
0
0
0
0
0
0
0
0
0

DNA
Metabolism

0
1
1
1
0
1
0
0
0
0
1
0
0
0
0
0
1
0
0
0
0
0
0
1
0
0
1
1
0
0
0
1
0
0
0
1
0
1
0
0
1
1
1
1
1
0
1
0
1
1
0
1
1
1
1
0
0
0
0
0
1
0
0
0
0
0
0
1
0
1
0
1
1
1
0
0
0
1
1
0
1
0
0
1
1
0
0
0
0
0
0
1
0
0
1
1
1
0
0
0
1
0
0
1
0
0
1
0
1
0
1
0
0
1
0
0
0

Carrier
1
1
1
1
1
1
1
1
1
1
1
1
1
1
0
1
0
1
1
1
1
1
1
1
1
1
0
1

RNA
Metabolism

1
0
0
0
0
0
1
1
1
1
0
1
0
0
1
0
0
1
1
0
0
0
1
0
0
0
0
0
1
0
0
0
0
0
1
0
1
0
1
1
0
0
0
0
0
0
0
0
0
0
1
0
0
0
0
0
1
0
1
1
0
0
1
1
1
1
1
0
1
0
1
0
0
0
1
0
1
0
0
1
0
1
1
0
0
1
0
1
1
1
1
0
1
1
0
0
0
1
0
1
0
1
0
0
1
1
0
0
0
1
0
1
1
0
1
1
1

Ion 
Transporter

0
1
0
0
1
0
1
1
1
1
1
1
1
0
1
1
1
1
1
0
0
0
1
0
1
1
1
1

Supplementary Table 2.
Gene lists corresponding to gene ontology peaks in Figures 6a and 6b.

DNA metabolism
RNA metabolism
Cell adhesion
Cell Motility

M-Phase
Protein biosynthesis

Chaperone
Ion Transporter
Defense/Immunity
Carrier

DNA replication
Cell clcle control
M-Phase
Cell adhesion

Enzyme linked receptor
signaling pathway
Nucleocytoplasmic
transport
Humoral immune response

24h
8h
2h
24h
8h
2h
24h
8h
2h

MCF7 4OHT

MCF7 ICI 182,780

MCF7 E2

MCF7 E2

MCF7 EGF
24h
8h
2h
24h
8h
2h

6a Graphic 6b Graphic

6a Genes in GO peaks 6b Genes in GO peaks

DNA Metabolism, RNA  Metabolism, M-Phase
Hs. Cluster
Hs.693
Hs.178658
Hs.145279
Hs.152983
Hs.250822
Hs.355721
Hs.197298
Hs.129548
Hs.75108
Hs.172865
Hs.78016
Hs.232400
Hs.9329
Hs.80205
Hs.111632
Hs.77597
Hs.172280
Hs.105465
Hs.1575
Hs.152720
Hs.656
Hs.119023
Hs.25797
Hs.57301
Hs.211602
Hs.153704
Hs.25812
Hs.279843
Hs.10290
Hs.77204
Hs.5169
Hs.159557
Hs.351230
Hs.25723
Hs.12379
Hs.166563
Hs.73965
Hs.13340
Hs.9605
Hs.279681
Hs.11393
Hs.75238
Hs.243886
Hs.388
Hs.78934
Hs.120766
Hs.152759
Hs.376495
Hs.4756
Hs.78996
Hs.174051
Hs.14963
Hs.74598
Hs.79006
Hs.77152
Hs.85137
Hs.83753
Hs.27910
Hs.296585
Hs.380108
Hs.108112
Hs.69360
Hs.99853
Hs.170311
Hs.178655
Hs.80506
Hs.180034
Hs.77462
Hs.211973
Hs.77929
Hs.808
Hs.194143
Hs.7179
Hs.1770
Hs.1063
Hs.119324
Hs.57969
Hs.84981
Hs.154443
Hs.81361
Hs.179565
Hs.77897
Hs.30035
Hs.20555
Hs.99890
Hs.103804
Hs.62180
Hs.76719
Hs.302421
Hs.75104
Hs.15265
Hs.284153
Hs.188661
Hs.373499
Hs.77602
Hs.74420
Hs.77324
Hs.303627
Hs.19400
Hs.151787
Hs.81848
Hs.153768
Hs.3847
Hs.333034
Hs.249495
Hs.211610
Hs.365646
Hs.193989
Hs.78103
Hs.22960
Hs.1516
Hs.107213
Hs.75102
Hs.197345
Hs.172207
Hs.14468
Hs.83715

Cell Adhesion
Hs. Cluster
Hs.82685
Hs.151536
Hs.173737
Hs.6196
Hs.241392
Hs.99902
Hs.9658
Hs.178452
Hs.251383
Hs.102497
Hs.169875
Hs.283743
Hs.85266
Hs.265829
Hs.2877
Hs.1757
Hs.75216
Hs.19718
Hs.142023
Hs.80220
Hs.2340
Hs.177691
Hs.20815
Hs.33787
Hs.1741

Cell Motility
Hs. Cluster
Hs.287820
Hs.31439
Hs.73817
Hs.130760
Hs.2985
Hs.173737
Hs.81131
Hs.225671
Hs.20447
Hs.241392
Hs.352358
Hs.288061
Hs.170482
Hs.31121
Hs.289015
Hs.11538
Hs.251383
Hs.77318
Hs.273415
Hs.321677
Hs.102497
Hs.169875
Hs.6895

Protein Biosynthesis
Hs. Cluster
Hs.298262
Hs.19122
Hs.250895
Hs.21756
Hs.113029
Hs.180832
Hs.350068
Hs.55682
Hs.380941
Hs.76064
Hs.184582
Hs.198899
Hs.76194
Hs.99858
Hs.180946
Hs.173912
Hs.103081
Hs.108124
Hs.78935
Hs.350108
Hs.3100
Hs.149894
Hs.181311
Hs.293885
Hs.180450
Hs.356360
Hs.57783
Hs.239483
Hs.18426
Hs.192023
Hs.106673
Hs.75102
Hs.177574
Hs.198767
Hs.333513
Hs.334810
Hs.157850
Hs.12084
Hs.182825
Hs.356081
Hs.165590
Hs.55921
Hs.159191
Hs.80617
Hs.211568
Hs.74267
Hs.82030
Hs.150580
Hs.301547
Hs.41072
Hs.28081

Chaperone
Hs. Cluster
Hs.1197
Hs.94
Hs.75238
Hs.15071
Hs.82689
Hs.699
Hs.77324
Hs.1600
Hs.182366
Hs.155560
Hs.78103
Hs.79150
Hs.29385
Hs.1708

Ion transporter and Carrier
Hs. Cluster
Hs.125856
Hs.83834
Hs.118634
Hs.101337
Hs.19561
Hs.10094
Hs.30888
Hs.1194
Hs.1342
Hs.80595
Hs.198274
Hs.241515
Hs.374535
Hs.81634
Hs.74170
Hs.7744
Hs.7854
Hs.16297
Hs.111024
Hs.76572
Hs.77028
Hs.327179
Hs.274416
Hs.155433
Hs.119251
Hs.15977
Hs.77422
Hs.111967

Defense / Immunity
Hs. Cluster
Hs.318720
Hs.375570
Hs.278625
Hs.73817
Hs.177559
Hs.56009
Hs.241392
Hs.572
Hs.370937
Hs.155975
Hs.274348
Hs.381008
Hs.277477
Hs.76391
Hs.142023
Hs.82396

GB Accession
AA293218
AA150995
H23196
AI968159
N64029
W94107
AI968568
W85697
R88243
AI888464
AI660471
W02101
AA936183
AA863383
AA176220
AA629262
AW005201
AA668189
AI004930
AI814784
W95001
AI911543
AA699361
R10662
AW070763
AI684773
N21248
AA682848
T57815
AA701455
AA416876
AA676460
AI979339
AA456077
W72322
AI928123
AA454585
AA625662
AA031770
R02069
T64278
R56871
AA644128
AA443998
AA219061
N21079
AI952661
AA496357
AA620553
AA450265
R02346
AI207821
AA428377
AA464256
AI688220
AA608568
AA599116
R87989
AA894577
H54020
N74911
AA400476
AA663986
AA598578
AW006811
AA122272
AA700556
N34857
AI991493
H20856
AA490991
AI680547
AA029300
AA291715
AA253448
AA430503
AA488691
AA775355
AA488610
W72693
AI669374
R43015
AI583623
AI652139
AA429661
W31717
R16712
H17486
AA496888
AA496879
AA486402
AA644129
AW183284
AA186327
AA410404
H99257
AA456664
H11069
AI652019
AA872296
AA683102
AI695604
N92319
AW054887
R40060
AA047257
AA054714
AW070947
H92201
R43634
AW239125
N93193
AA156571
AW075443
AA056465
AI000807
H29485

GB Accession
AA455448
AI002301
AA057070
AA148200
AA486072
AA425422
AA453795
AW071162
AW572390
AA430574
AA774044
AI933104
AA485668
AA424695
AA425217
N27145
AA598513
AA644448
AW341041
H17139
R06417
AI306467
AA079028
AA700222
AW305071

GB Accession
R62612
AA458849
AA677522
AA463926
AI824104
AA057070
AA521337
AI990915
AA482127
AA486072
AA906703
AW081870
AW075106
AA699926
AA460363
AA188179
AW572390
AA775445
AW087924
AA399410
AA430574
AA774044
H73961

GB Accession
H41165
AA487989
H47015
AA488391
AA872704
AA455652
AI018613
AW057866
AI701733
AA599178
AA633768
AI935363
AA456616
H23422
AA496880
H05919
AA284234
AA888182
AA487589
H73623
AA486220
H18070
AW051743
AA629909
AA626146
AW087926
AA676471
H56918
N72715
AA936783
AA669674
AA156571
R31521
AA461527
AW005384
AA669443
AW075605
R45183
AA625634
AA779079
AA629641
AA599158
AI911374
AA668301
AW072780
AA434088
AA664040
AA988313
AI675707
AA410517
AA668703

GB Accession
AA448396
R45428
R56871
AW028997
AA598758
AA481464
AA456664
AA629692
AA497020
AW055281
H92201
AA598637
AA147320
AW075457

GB Accession
AI769898
R91950
R89046
AA192553
AA022627
AA452841
R10896
AI688443
AI688757
AA214053
AA620565
AA450001
AI458764
AW055345
AA872383
AA427570
AA453577
AA099855
AA676877
AA873577
H73928
AI821963
AI935199
AI924741
AW075678
AI025126
AA464528
AA621201

GB Accession
AI890760
AA664195
AI880151
AA677522
AA449440
AI357590
AA486072
H82213
T69304
AI991606
AA598629
R94661
AA464246
AA457042
AW341041
AA146773

Gene name
CSTF2
RAD23B
SET
HUS1
STK6
LOC51121
NS1-BP
HNRPK
RNH
CSTF1
PNKP
HNRPA2B1
C20orf1
PIM2
LSM3
PLK
SMARCC1
SNRPF
SNRPD3
MPHOSPH6
CDC25C
SMC2L1
SF3B4
MLH1
SMC1L1
NEK2
NBS1
MLH3
HPRP8BP
CENPF
SGT1
KPNA2
MPHOSPH9
SSSCA1
ELAVL1
RFC1
SFRS2
HAT1
CPSF5
HNRPH3
RAD51C
CHAF1B
NASP
NUDT1
MSH2
HSA6591
ASK
SKB1
FEN1
PCNA
SNRP70
FACTP140
POLD2
DTYMK
MCM7
CCNA2
SNRPB
CEP2
NOL5A
SFRS7
POLE3
KNSL6
FBL
HNRPDL
RNASEH1
SNRPA1
CSTF3
DNMT1
RRP4
ERCC3
HNRPF
BRCA1
RAD1
LIG1
SNRPC
KNSL4
FARS1
XRCC5
MCM4
HNRPAB
MCM3
SF3A3
SFRS10
MRE11A
POLD1
HNRPU
ANLN
LSM4
GEMIN4
RNPS1
HNRPR
FANCA
ADAT1
NSAP1
DDB2
ORC3L
ETF1
HNRPD
MAD2L2
U5-116KD
RAD21
U3-55K
PNUTL1
ARD1
HNRPA1
CUGBP2
KPNA1
TARDBP
NAP1L4
BCAS2
IGFBP4
FNBP3
AARS
G22P1
NONO
PPAN
SSB

Gene name
CD47
RAB13
RAC1
ILK
CCL5
OPCML
PCDH16
CTNNA1
CHST4
PXN
THBS3
GP1BB
ITGB4
ITGA3
CDH3
L1CAM
PTPRF
PTPRU
TACTILE
CTNND2
JUP
NCAM2
MAEA
SCAM-1
ITGB7

Gene name
FN1
SPINT2
CCL3
PPP1R12B
EMD
RAC1
GAMT
HCN4
PAK4
CCL5
FLJ90005
ACTB
MYL5
SNTA1
MGC4171
ARPC1B
CHST4
PAFAH1B1
ALDOA
STAT3
PXN
THBS3
ARPC3

Gene name
RPS19
EIF4EL3
RPL34
GC20
RPS25
RARS
RPL29
EIF3S7
RPL23A
RPL27A
RPL24
EIF3S10
RPS5
RPL7A
RPL5
EIF4A2
RPS6KB2
RPS4X
METAP2
RPLP0
KARS
MTIF2
NARS
GARS
RPS24
RPS2
EIF3S9
EST
UK114
EIF3S2
EIF3S6
AARS
PRKRIR
COPS5
SCYE1
EIF5
RPL9
TUFM
RPL35
PRKRI
RPS13
EPRS
RPL3L
RPS16
EIF4G1
RPL15
AP1M1
SUI1
RPS7
SERPINB6
EIF3S4

Gene name
HSPE1
DNAJA1
CHAF1B
CCT8
TRA1
PPIB
ETF1
CCT5
TRAP1
CANX
NAP1L4
CCT4
AFG3L2
CCT3

Gene name
ABCB7
CYB5
ABCB8
UCP3
NDUFA7
SLC12A4
COX7A2L
SLC6A6
COX5B
NDUFS5
NDUFB10
COX11
ATP2A2
ATP5F1
MT1E
NDUFV1
SLC39A1
COX17
SLC25A1
ATP5O
SEC61B
SLC17A3
NDUFA6
ATP5C1
UQCRC1
NDUFB9
PLP2
SLC30A3

Gene name
HLA-DRB4
HLA-DRB1
C4B
CCL3
IFNGR2
OAS3
CCL5
ORM1
TAPBP
PTPRCAP
BAT3
HLA-E
HLA-C
MX1
TACTILE
OAS1

Clone title
cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kDa
RAD23 homolog B (S. cerevisiae)
SET translocation (myeloid leukemia-associated)
HUS1 checkpoint homolog (S. pombe)
serine/threonine kinase 6
ESTs, Highly similar to  ribosomal protein L26-like 1
NS1-binding protein
heterogeneous nuclear ribonucleoprotein K
ribonuclease/angiogenin inhibitor
cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kDa
polynucleotide kinase 3'-phosphatase
heterogeneous nuclear ribonucleoprotein A2/B1
chromosome 20 open reading frame 1
pim-2 oncogene
Lsm3 protein
polo-like kinase (Drosophila)
SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 1
small nuclear ribonucleoprotein polypeptide F
small nuclear ribonucleoprotein D3 polypeptide 18kDa
M-phase phosphoprotein 6
cell division cycle 25C
SMC2 structural maintenance of chromosomes 2-like 1 (yeast)
splicing factor 3b, subunit 4, 49kDa
mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli)
SMC1 structural maintenance of chromosomes 1-like 1 (yeast)
NIMA (never in mitosis gene a)-related kinase 2
Nijmegen breakage syndrome 1 (nibrin)
mutL homolog 3 (E. coli)
U5 snRNP-specific 40 kDa protein (hPrp8-binding)
centromere protein F, 350/400ka (mitosin)
suppressor of G2 allele of SKP1, S. cerevisiae, homolog of
karyopherin alpha 2 (RAG cohort 1, importin alpha 1)
M-phase phosphoprotein 9
Sjogren's syndrome/scleroderma autoantigen 1
ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu antigen R)
replication factor C (activator 1) 1, 145kDa
splicing factor, arginine/serine-rich 2
histone acetyltransferase 1
cleavage and polyadenylation specific factor 5, 25 kDa
heterogeneous nuclear ribonucleoprotein H3 (2H9)
RAD51 homolog C (S. cerevisiae)
chromatin assembly factor 1, subunit B (p60)
Nuclear autoantigenic sperm protein (histone-binding)
nudix (nucleoside diphosphate linked moiety X)-type motif 1
mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli)
nucleolar cysteine-rich protein
activator of S phase kinase
Homo sapiens cDNA FLJ35958 fis, clone TESTI2012394
flap structure-specific endonuclease 1
proliferating cell nuclear antigen
small nuclear ribonucleoprotein 70kDa polypeptide (RNP antigen)
chromatin-specific transcription elongation factor large subunit
polymerase (DNA directed), delta 2, regulatory subunit 50kDa
deoxythymidylate kinase (thymidylate kinase)
MCM7 minichromosome maintenance deficient 7 (S. cerevisiae)
cyclin A2
small nuclear ribonucleoprotein polypeptides B and B1
centrosomal protein 2
nucleolar protein 5A (56kDa with KKE/D repeat)
Homo sapiens cDNA FLJ36807 fis, clone ASTRO2000141
polymerase (DNA directed), epsilon 3 (p17 subunit)
kinesin-like 6 (mitotic centromere-associated kinesin)
fibrillarin
heterogeneous nuclear ribonucleoprotein D-like
ribonuclease H1
small nuclear ribonucleoprotein polypeptide A'
cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kDa
DNA (cytosine-5-)-methyltransferase 1
homolog of Yeast RRP4 (ribosomal RNA processing 4), 3'-5'-exoribonuclease
excision repair cross-complementing rodent repair deficiency, complementation group 3
heterogeneous nuclear ribonucleoprotein F
breast cancer 1, early onset
RAD1 homolog (S. pombe)
ligase I, DNA, ATP-dependent
small nuclear ribonucleoprotein polypeptide C
kinesin-like 4
phenylalanine-tRNA synthetase
X-ray repair complementing defective repair in Chinese hamster cells 5
MCM4 minichromosome maintenance deficient 4 (S. cerevisiae)
heterogeneous nuclear ribonucleoprotein A/B
MCM3 minichromosome maintenance deficient 3 (S. cerevisiae)
splicing factor 3a, subunit 3, 60kDa
splicing factor, arginine/serine-rich 10 (transformer 2 homolog, Drosophila)
MRE11 meiotic recombination 11 homolog A (S. cerevisiae)
polymerase (DNA directed), delta 1, catalytic subunit 125kDa
Heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A)
anillin, actin binding protein (scraps homolog, Drosophila)
U6 snRNA-associated Sm-like protein
gem (nuclear organelle) associated protein 4
RNA binding protein S1, serine-rich domain
heterogeneous nuclear ribonucleoprotein R
Fanconi anemia, complementation group A
adenosine deaminase, tRNA-specific 1
NS1-associated protein 1
damage-specific DNA binding protein 2, 48kDa
origin recognition complex, subunit 3-like (yeast)
eukaryotic translation termination factor 1
heterogeneous nuclear ribonucleoprotein D
MAD2 mitotic arrest deficient-like 2 (yeast)
U5 snRNP-specific protein, 116 kD
RAD21 homolog (S. pombe)
U3 snoRNP-associated 55-kDa protein
peanut-like 1 (Drosophila)
ARD1 homolog, N-acetyltransferase (S. cerevisiae)
heterogeneous nuclear ribonucleoprotein A1
CUG triplet repeat, RNA binding protein 2
Homo sapiens clone 23611 mRNA sequence
TAR DNA binding protein
nucleosome assembly protein 1-like 4
breast carcinoma amplified sequence 2
insulin-like growth factor binding protein 4
formin binding protein 3
alanyl-tRNA synthetase
thyroid autoantigen 70kDa (Ku antigen)
non-POU domain containing, octamer-binding
peter pan homolog (Drosophila)
Sjogren syndrome antigen B (autoantigen La)

Clone title
CD47 antigen (Rh-related antigen, integrin-associated signal transducer)
RAB13, member RAS oncogene family
ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1)
integrin-linked kinase
chemokine (C-C motif) ligand 5
opioid binding protein/cell adhesion molecule-like
protocadherin 16 dachsous-like (Drosophila)
catenin (cadherin-associated protein), alpha 1 (102kDa
carbohydrate (N-acetylglucosamine 6-O) sulfotransferase 4
paxillin
thrombospondin 3
glycoprotein Ib (platelet), beta polypeptide
integrin, beta 4
integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 receptor)
cadherin 3, type 1, P-cadherin (placental)
L1 cell adhesion molecule (hydrocephalus, stenosis of aqueduct of Sylvius 1, MASA syndrome, spastic paraplegia 1)
protein tyrosine phosphatase, receptor type, F
protein tyrosine phosphatase, receptor type, U
T cell activation, increased late expression
catenin (cadherin-associated protein), delta 2 (neural plakophilin-related arm-repeat protein)
junction plakoglobin
neural cell adhesion molecule 2
macrophage erythroblast attacher
vinexin beta (SH3-containing adaptor molecule-1)
integrin, beta 7

Clone title
fibronectin 1
serine protease inhibitor, Kunitz type, 2
chemokine (C-C motif) ligand 3
protein phosphatase 1, regulatory (inhibitor) subunit 12B
emerin (Emery-Dreifuss muscular dystrophy)
ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1)
guanidinoacetate N-methyltransferase
hyperpolarization activated cyclic nucleotide-gated potassium channel 4
p21(CDKN1A)-activated kinase 4
chemokine (C-C motif) ligand 5
Hypothetical protein FLJ90005
actin, beta
myosin, light polypeptide 5, regulatory
syntrophin, alpha 1 (dystrophin-associated protein A1, 59kDa, acidic component)
hypothetical protein MGC4171
actin related protein 2/3 complex, subunit 1B, 41kDa
carbohydrate (N-acetylglucosamine 6-O) sulfotransferase 4
platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 45kDa
aldolase A, fructose-bisphosphate
signal transducer and activator of transcription 3 (acute-phase response factor)
paxillin
thrombospondin 3
actin related protein 2/3 complex, subunit 3, 21kDa

Clone title
ribosomal protein S19
eukaryotic translation initiation factor 4E-like 3
ribosomal protein L34
translation factor sui1 homolog
ribosomal protein S25
arginyl-tRNA synthetase
ribosomal protein L29
eukaryotic translation initiation factor 3, subunit 7 zeta, 66/67kDa
ESTs, Highly similar to RL2B_HUMAN 60S ribosomal protein L23a [H.sapiens]
ribosomal protein L27a
ribosomal protein L24
eukaryotic translation initiation factor 3, subunit 10 theta, 150/170kDa
ribosomal protein S5
ribosomal protein L7a
ribosomal protein L5
eukaryotic translation initiation factor 4A, isoform 2
ribosomal protein S6 kinase, 70kDa, polypeptide 2
ribosomal protein S4, X-linked
methionyl aminopeptidase 2
ribosomal protein, large, P0
lysyl-tRNA synthetase
mitochondrial translational initiation factor 2
asparaginyl-tRNA synthetase
glycyl-tRNA synthetase
ribosomal protein S24
ribosomal protein S2
eukaryotic translation initiation factor 3, subunit 9 eta, 116kDa
Human clone 23933 mRNA sequence
translational inhibitor protein p14.5
eukaryotic translation initiation factor 3, subunit 2 beta, 36kDa
eukaryotic translation initiation factor 3, subunit 6 48kDa
alanyl-tRNA synthetase
protein-kinase, interferon-inducible double stranded RNA dependent inhibitor
COP9 constitutive photomorphogenic homolog subunit 5 (Arabidopsis)
small inducible cytokine subfamily E, member 1 (endothelial monocyte-activating)
eukaryotic translation initiation factor 5
ribosomal protein L9
Tu translation elongation factor, mitochondrial
ribosomal protein L35
ESTs
ribosomal protein S13
glutamyl-prolyl-tRNA synthetase
ribosomal protein L3-like
ribosomal protein S16
eukaryotic translation initiation factor 4 gamma, 1
ribosomal protein L15
adaptor-related protein complex 1, mu 1 subunit
putative translation initiation factor
ribosomal protein S7
serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 6
eukaryotic translation initiation factor 3, subunit 4 delta, 44kDa

Clone title
heat shock 10kDa protein 1 (chaperonin 10)
DnaJ (Hsp40) homolog, subfamily A, member 1
chromatin assembly factor 1, subunit B (p60)
chaperonin containing TCP1, subunit 8 (theta)
tumor rejection antigen (gp96) 1
peptidylprolyl isomerase B (cyclophilin B)
eukaryotic translation termination factor 1
chaperonin containing TCP1, subunit 5 (epsilon)
heat shock protein 75
calnexin
nucleosome assembly protein 1-like 4
chaperonin containing TCP1, subunit 4 (delta)
AFG3 ATPase family gene 3-like 2 (yeast)
chaperonin containing TCP1, subunit 3 (gamma)

Clone title
ATP-binding cassette, sub-family B (MDR/TAP), member 7
cytochrome b-5
ATP-binding cassette, sub-family B (MDR/TAP), member 8
uncoupling protein 3 (mitochondrial, proton carrier)
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7, 14.5kDa
solute carrier family 12 (potassium/chloride transporters), member 4
cytochrome c oxidase subunit VIIa polypeptide 2 like
solute carrier family 6 (neurotransmitter transporter, taurine), member 6
cytochrome c oxidase subunit Vb
NADH dehydrogenase (ubiquinone) Fe-S protein 5, 15kDa (NADH-coenzyme Q reductase)
NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10, 22kDa
COX11 homolog, cytochrome c oxidase assembly protein (yeast)
Homo sapiens mRNA; cDNA DKFZp434E1835 (from clone DKFZp434E1835)
ATP synthase, H+ transporting, mitochondrial F0 complex, subunit b, isoform 1
Homo sapiens, Similar to RNA helicase-related protein, clone MGC:9246 IMAGE:3892441
NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa
solute carrier family 39 (zinc transporter), member 1
COX17 homolog, cytochrome c oxidase assembly protein (yeast)
solute carrier family 25 (mitochondrial carrier; citrate transporter), member 1
ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit
protein translocation complex beta
solute carrier family 17 (sodium phosphate), member 3
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6, 14kDa
ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1
ubiquinol-cytochrome c reductase core protein I
NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa
proteolipid protein 2 (colonic epithelium-enriched)
solute carrier family 30 (zinc transporter), member 3

Clone title
major histocompatibility complex, class II, DR beta 4
major histocompatibility complex, class II, DR beta 1
complement component 4B
chemokine (C-C motif) ligand 3
interferon gamma receptor 2 (interferon gamma transducer 1)
2'-5'-oligoadenylate synthetase 3, 100kDa
chemokine (C-C motif) ligand 5
orosomucoid 1
TAP binding protein (tapasin)
protein tyrosine phosphatase, receptor type, C-associated protein
HLA-B associated transcript 3
major histocompatibility complex, class I, E
major histocompatibility complex, class I, C
myxovirus (influenza virus) resistance 1, interferon-inducible protein p78 (mouse)
T cell activation, increased late expression
2',5'-oligoadenylate synthetase 1, 40/46kDa

The gene density plots for some ontologies in Figure 6a are significantly overlapping. The genes
under these combined peaks are therefore presented in the table below, with a 1 or 0 to the left of
the table to indicate presence or absence respectively, of that gene in the indicated ontology.


