Supplementary Table 2.

Gene lists corresponding to gene ontology peaks in Figures 6a and 6b.
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6a Genes in GO peaks

The gene density plots for some ontologies in Figure 6a are significantly overlapping. The genes
under these combined peaks are therefore presented in the table below, with a 1 or 0 to the left of
the table to indicate presence or absence respectively, of that gene in the indicated ontology.

DNA ANA  DNA Metabolism, RNA Metabolism, M-Phase NA replicat
M-Phase Metabolism Metabolism Hs. Cluster GB Accession Gene name  Clone tile is. Cluster  GB Accession  Gene name
693 AA293218  CSTF2 cleavage stimulation factor, 3 pre-RNA, subunit 2, 64kDa 5225951 AAd65382  POLS
5178558 AA150995  FAD238  RAD23homolog B (S. cersvisiae) 5145279 AAGOBS48 S|
5145279 H23196 SET SET ransication (myelod eukomia-associted) 5152759 AW105287  ASK
5152983  AI968159  HUS! HUS1 checkpoint homolog (S. pornbe) 15,5169 AA416876  SGT1
5250822 N64029 STKS Sorme/ieonne kinase & 5211602  AAS98887  SMCIL1
5355721 W34107 LOCS1121  ESTs, Highly similar to- ribosomal protein L26-like 1 513512 AAS99145
5197298  AI968568  NS1-BP  NSi-binding profein (5.150557  AAG76460  KPNA2
5129548 WB5697 HNRPK helevogeneous nuclear ribonucieoprotein K 521907  AAS98797  HBOA
575108 RB8243 ANH ribonucleaselangiogenin infibitor 550758 AA2B3006  SWCALT
5172865 ~ AIBg8464  CSTF1 cleavage stmulation factor, 3 pre-RNA, subunit 1, 50kDa. 525363  AAdS0249  PSENZ
578016 AI6G0471  PNKP polynucleolide kinase 3-phosphatase 528853 N62245 coG7LY
5232400 W02101 HNRPAZB - heterogeneous nuclear oonucleoprotei A2IBT s 115474 H94617 RFC3
35183 C20orf1  chromosome 20 open reading fram i5.4756 AAG20553  FENT
580205 AABG3383  FIM2 pim-2 oncogene. 15271353 N24004
5111632 AA176220  LSM3 Lsm3 protein (525292 AAOS7723
577597 AAG29262  PLK polo-like kinase (Drosophila) 15166563 H73714
5172280  AW005201  SMARCC1 ~SWI/SNF rolated, mairix associated, actin dependent regulator of chromatin, subfamily ¢, member 1 i5.1384 AA978354 GMT
105465 AAGGB189  SNRPF  small nuclear ribonucieoprotein polypeptide F 591417 R97785 TOPBP1
s1e7o  AOGis30  SNAPDO - smallnuclear ibonuciooproion DG polypepic 180a 577204  AA701455  CENPF
5152720  AIB14784  MPHOSPHS N-phase phosphoprotein 6 577152 Al688220  MCM7
5656 W95001 CDC25C  cell dvision cycle 5197345  AWO75443  G2oP1
5119023 ASited3  SWCBLT SN2 sirutura maintenance of chromosomes 21k 1 (yeast) 74598 AA428377  POLD2
525797  AAG99361  SF3B4 splicing factor 3b, subunit 4, 4 57301 R10662 MLH1
557301 R10662 MLHt i Tbiacica ool sanca nonpolyposis type 2 (€. col) 578934 AA21S061  MSH2
5211602  AW070763  SMCIL1  SMCI siruciural maintenance of chromosomes 1-ike 1 (yeast) 574420 H99257 ORC3L
5153704  AI6B4773  NEK2 NIA never n mitosis g a)elaled kinase 2 5177548 AW148510  PMS2
525812 N21248 NBST Nijmegen breakage syndrome 1 (nibrin) 77171 AA285155  MCMS
5279843 AAGB2848  MLH3 mutlhomoiog 3 €. col) 578995  AAdS0265  PCNA
510290  T57815 HPRPSBP  Us snRNPspeciic 40 kba protan (Prpg-inding) 520117 Ha6d25 PURA
S7904  AATOiss  CENPR convomerc poin F 950 dooka oay 579411 Rages! RPA2
5169 AA416876  SGT1 Sopmrascor o 83 alcl of SKE T & coeviiae, homelog of i5.154443  AA4BBS10  MCMa4
sisdesT  AAGTOIEO  KENAZ - Karyopheri alpha 2 (RAG cohort 1, imporin abha 1) 5166845  AAGS0129  POLE
5351230  AI979339 IPHOSPH9. M-phase phosphoprotein 9 527910 R87989 CEP2
525723 AAdS6077 SCAT  Sjogren's syndrome/scleroderma autoantigen 1 5153138 AAS76714  ORCSL
512379 W72322 AVL1  ELAV (embryonic lethal, abnormal vision, Drosophila)-fke 1 (Hu antigen R)
5166563 AI928123 FC1 replication factor G (activator 1) 1, 145kDa
573965 AAd54585 Hs2  spicng actor argneisono-nih 2 oll Cycle Control
513340 AAB25662 T histone acetylransferase 1 is. Cluster  GB Accession  Gene name
5960 AAODITTO  CPSFs  cloavage and ponadenyiation spacfcfactor 5, 25 kDa 5108124 AABBB182  RPSX
5279681 R02069 HNRPHS  heterogeneous nuclear rbonuciegprtein H3 (245) 574405 ~ AAG33997  YWHAQ
511393 164278 RADS1C  RADST homolog G (S. cerevisiae) 530464  AA425442  CCNE2
575238 R56871 CHARIB  chromati assembly facio 1, Suburit B (p60) 516184 AA133548  RAD17
5243886 AAG44128  NASP Nuclear autoantigenic sperm protein (nistone:binding) 590303 Har77a Tsc2
s AA443998  NUDTH  nudix (nucleoside diphosphate linked moiety X)-type motif 1 51973 AR676797  CONF
578934  AA219051  MSH2 mutS homolog 2, colon cancer, nonpolyposis type 1 (E. col) 5184510 AI356363 SN
5120766 N21079 HSAGST  nucleolar oysiene-ich potein 575770 AAG45192  RBI
5152759  AI952661  ASK aciivator of S phaso kinase (5239663 154462 MLLT?
5376495 AA9G3S7  SKBI Flomo sapiens CONA FLJ35058 fs, clone TESTI2012304 15656 W5001 CDC25C
54756 AAG20553  FEND flap structure-specific endonuclease i5.146350  AA419251  IFITMT
57899  AAdS0265  PCNA polferaing el nuclear anigen 5152759 AW105087  ASK
5174051 R02346 NP7, smallnuclearrbonucieoprolon 70kDa polypepice (ANP aniger) i5.5169 AA416876  SGT1
514963 AI207821 ACTP140  chomalin-specifs lranstriolon elongaton facior large subun 5171834 AA283125  PCTKi
74508 AMZE3TT  POLD2  pomorase (DNA drectod) dela 2, foguiatory subu 50KDa 76556 AA46016B  PPPIR1SA
579006 AAG  DIYMK  deomihymicylte knase (tymyiate nase) 5279919 AAG9S317  RBXI
s77152  Al688220 M7 7 minichromosome maintenance deficient 7 (. cerevisiae) 583758 AA9TBI3  CKS2
585137  AAGDBS68  CCNA2 ylin A2 15:3548 AA29308  MTCP1
583753 Aneontls  SNAPB  smal nuclear ioonuclooproi polypepides 8 and 81 5249184 W85878 TCF19
527910 RB7989 CeP2 centrosomal protein 2 582380  R49475 MNAT?
200585 AMaodeT?  NOLsA  nucleoir proion 8 (56KDa with KKEID ropeay 579353 N73611 TFOP1
5380108 H54020 SERST  Homo sapens cDNA FLISG80T fs,done ASTRO2000141 5153752  AA448659  CDC258
5108112 N74911 POLE3  polymerase (DNA directed). epsiion 3 (p17 subunit) 593002 AA430504  UBESC
s6o080  AAODITE  KNSLS  knesin I\ke 6 {mitotic centromere-associated kinesin) 540323 H3gB04 BUB3
599853  AAG63986  FBL fioilari 15279906 190767 CONT1
170311 AASOBS7S  HNRPDL  heterogeneous nucear rbonucieoprotein D-ike 578466 AAdG4SS7  PSMDB
5178655 AWOOBBT1  RNASEH!  ribonuclease H1 562180 R16712 ANLN
sene | AMZETS  SNRPAT sl niar bomuceoprolain polipeplde & 536708 AAdGE324  BUBTB
5180034  AATOOESS  CSTES|  cloavago simulaion NA, subunit 3, 77kDa 5334562  AAS98974  CDC2
DNMT1 R oune o mdiandiace 15,9172 AAdS8994  PMSCLY
5211973 AI991493  RRP4 Pomolog o1 v 4 (1ibosomal ANA processi oribonuciease 5230818  AA190747  PIK3CB
s RCCg  excision epalr cross-complemaniing oden tepai Fdetkianey. compamanaon group 3 577597 AAG29262 L
s HNRPF eterogencous nuclear ribonucleoprotel 5153752 AI953408 DC258
5194143 AI6B0547  BRCAT  breast cancer 1, ear 29287 Hpd30t i
7179 A029300  RADT AD1 homolog (S: 5100980 N33985 PM1D
51770 AA291715  LIGT ligase | ONA, ATP-dependen 5158184 AAdS7IS7  KIAA1966
S106  Adisuis  SNAPC  simicea ibonscooncian pobypeptde C 5179718 AAdS7034  MYBL2
5119324  AA430S03  KNSL&  Kinesin-ike 4 15.85137 CNA2
557969  AA4B3691  FARST phenylalanine-{ANA synthetase 5353169 N62675 MGC15854
584981  AA775355  XRCC5  Xeray repair complementing defective repair in Chinese hamster cells 5 5106070  AW4G8794  CDKNIC
5154443 AA4GBBT0  MCM4 MCNI4 minichromosome maintenance deficient 4 (S. cerevisiae) 57179 AA29300  RADI
581361 W72693 HNRPAB - helerogeneous nuclear ibonucleoprolein AB 575183 AAG78396  WEE!
5179865  Al669374  MCM3 MCMS minichromosome maintenance deficient 3 (. cerevisiae) 582906 AAS98776  CDC20
577897 R4301 plicing factor 3a, subunit 3, 60kDa. 528853 N62245 GocL
530005 ASBEg  SERSIO  splng facor argininelsenne-reh 10 (ransformer 2 homolog, Drosophia) 5279919 R97788 1
520555  AI652139  MRETIA E11 melolic recomby 1 homolog A (S. cerevisiae) 519400 AIG52019  MAD2L2
509830  ARZo1  POLDI  polmorase (DNAGrcied). doi 1. catayic suounit 125k0a i5.4854 N72115 CDKN2C
5103804 WB1717 HNRPU  Heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 15.865 ARD79B04  RAPIA
562180 R16712 AN anilin, aciin binding protein (scraps homolog, Drosophila) 5274248 AA449693  FLI20758
576719 H17486 UB SnANA-associated Srrfike protein 15:376495 KB1
S30ao1 Aaisesss  GEMING  gomihuciea organcie) assonbied poten 4 77204 AA701455  CENPF
575104  AA496879  RNPST  RNAbinding protein St, serine-rich domain 510842 AAdS6636  RAN
515265 AA486402  HNRPR eterogeneous nuclear ribonucieoprotein A 157101 Angsiont C:
5284153 AAG44129  FANCA  Fancon anemia, complementation group A MPHOSPH1
5188661  AW183284  ADAT! adenosine doartinase, 1 i5.153227 AA425959
5375400 AMISESZT  NSART  NSt-assooiated protein 577171 285155 MCMS5
577602  AA410404  DDB2 damage-specific DNA binding protein 2, 48kDa S10i2%  Adosetrs  Guls
574420  H99257 ORCAL  orgin recognilon complex,subuni 3 ik (yeast) 578995  AAd50265  FCNA
577324 AAdSGG64  ETF1 ukaryolic fransiation ferminail
5303627  H11069 FNRPD  helerogeneous nuciear ibonucieoprolein D
s 652019 MADL2  MADBmioic amost defcent-ie 2 toas) -Phase
wiste7  AMTE  USTBKD S sliapest prish, s d is. Cluster ~ GB Accession Gene name
solste  AMealoz  RAD2i  RAD21 homoog (8 pombo) 5636 WS5001 CDC25C
5150768  Al695604 U35k U3 snoRNP-associaled 55-kDa protein 15,5169 AA416876  SGT1
53847 N92319 BNUTLT  peanutike 1 (Drosophia) 5211602 AAS98887  SMCIL1
5333034  AW054887  ARDI ARDT homolog, N-acelylansierase (S, cerevisiae) 513512 AAS99145  ZW10
5249495 F40060 HNRPA1  heterogeneous nuclear ribonucleoprotein A1 5289099  AAG0STAO  KATNA1
5211610 AAOIT2S7  CUGBP2  GUG rle repeat, FINA binding protein Y 5250822  N64029
5365646 AAOS4714  KPNA1  Homo sapiens clono 23611 mANA sequence 66718 AI372035  RADSAL
5193989  AW070347  TARDBP  TAR DNA binding protei 5.153752  AA4486 GDC258
578103 H92201 NAPIL4  nucleosome assembly protein 1-ike 4 529463 AAO46523  CETN3
522060  R43634 BCAS2  breast carcinoma amplified sequence 2 540323 Hag80d BUB3
51516 AW30125  IGFBP4  insulinike growth acir binding proten 4 562180 R16712 ANLN
5107213 N93193 FNBP3 ormin bncing proein 3 581848  AAGE3102  RAD21
575102 AAISGS71  AARS alanyRNA synihotase 536708 AA4B8324  BUBTB
5197345  AWO75443  GooP1 thyroid aulaanﬂgen 70kDa (Ku antigen) 15,9329 AA936183 2001
5172207  AA0SB465  NONO non-POU domain containing, octamer-binding 591728 AA458994  PMSCL!
514468 AIODOG07  PPAN peter pan homolog (Drosophila) 577507  AAG29262  PLI
583715 H20485 ssB B ymarome antgon's (autoantigen La) 569360 AA4OD4TE KN
5.153752  AI953408  CDC258
550758 AAB3006  SWCALT
ell Adnesion 575180 Nsd551 PPPSC
5. Cluster  GB Accession Gene name  Clone ttle 5120766 N21079 HSABSO1
582685  AAd55448  CD47 €047 anigen (Rivrelated anigen, integrin-associated signal ransducer) 85137  AAG0BS68  CONA2
515163  Al002301  RABI3 B13, member RAS oncogene famiy 57179 AA29300  RADI
5173737 AADS7070  RAGH LS B3 Bt osis SukaHal 1 (o fami, smal GTP binding protein Fact) 525723 AAdS6077  SSSCA1
56195 AA148200  ILK integrin-inked kinase 519400 Al652019  MAD2L2
5241392 AAB5072  CCLS chemokine (G-C moll) ligand 5 5274248 AAG49693  FLJ20758
599902  AA425422  OPCML  opioid binding proteinicell adhesion molecule-like (5376495  AA496357  SKBI
9608 AASa7es  POUHIG  protocacherh 16 dachsous-ke (Drosophia) 577204 AA701455  CENPF
5178452 AWO71162  CTNNAT catenin (cadherin-associated protein), alpha 1 (102kDa 524485 AA463411  CSPGE
308 AWGTIND  OUSTA  cartohae Nacchilacemie 0] Saiokaraigase 4 5119324 AAG30503  KNSL4
5102497  AA430574  PXN pailin 580205 AABS3383  PIM2
5169875 AA774044  THBS3  thrombospond 510842  AAdS6635  RAN
5260745 AGIOL  GPIEB  ghyooprtoinl S ool beta poypepice 57101 AA9T0TI  ANAPCS
585266  AAdB5668  ITGB4 integrn, beta 4 15.240 AA2B2936  MPHOSPH!
5205629 AA424695  ITGAS e a3 (anigen CDAAC, alpha 3 subunit of VLA recepton 527910 R87989 CeP2
52877 AAd25217  CDH3 cadnerin 3, type 1, P-cacherin (pacenia)
51757 N27145 L1CAM calladhesion moloculo (nydrocophals,signosisof aqueduct of Sylius 1, MASA syndrorme, spasic paraploga 1)
75310 hassisia  PIGAF  poan tyrosine phosphatase receplor e, £ il Adnesion
519718 AAB44448  PTPRU tein tyrosine phosphatase, receplor fype, U is. Cluster  GB Accession ~ Gene name
542020 AW34{041  TAGTLE T cel acivaton incroased ife expression 5178452  AA676957  CTNNA!
580220  H17139 CTNND2  caten delta 2 (neural am-repeat protein) i5.49587  WA781 LPXN
52340 ROG4T U Jinclon plakoglobin 557664  AAG36807  ITGBE
si77eot  ASOeder  NCAMZ  noualcol adhosion moleculo 2 599902  AA425422  OPCML
20815 AAO79028  MAEA aciophage eryioblast allacher 575562 AA4E7745  DDR1
33787  AATOO22>  SCAM-1  vinoxih bela (SH-containing daptor molecuie-1) 5.1526 Hes355 ATP2A2
51741 AWB05071  ITGB7 integin, b i5.1757 N27145 L1CAM
(5283743  AIS33104  GP1BB
1 57. P
ell Motilty 5142023  AW341041  TACTILE
s.Qlister B Accession Gene name Clone e 5183648 N49751 PPFIAT
5.287820 R62612 Nt i (5265820  AA424695  ITGA3
31430 AMSES  SPINTZ  serine Ermease bt Kuntz type, 2 15.2340 ROG417
573817 AAGTTS22 G chemokine (C-C molt) ligand (5287797 We7174 TGB!
5130760  AAS3025  EREIRIZB  proein phosphatase §, iatory (nhibior)subunit 128 15,6527 AAT7S249  GPRSG
52985 AlB24104  EMD emerin (Emery-Dreifuss muscular dystrophy) 5.173787  AA0S7070  RACI
5173737 AAQS7070  RAGH Tasrefaled O3 botulinum toxin substate f 11 famiy, smallGTP binding proten Ract) 5173274  AAdS7038  ICAP-1A
S81131  AAS21337  GAMT guanidinoacetate N-methyltransfer: 5151469 AA45965 ASK
5225671  AI990915  HCNd ypemolanzznon cvated oy ucleotde-gated potassium channel 4 580220 H17139 CTNND2
5.20447 82127 PAK4 p21(Cl \-aclivated kina i5.1741 AWS05071  TGB7
5241392 AABG072  CCLS Ehemoine (0.C matf) ugana 3 15239727 N69675 DSC2
5352358  AA90G703  FLJ90005  Hypothetical protein FLJS000: i5.2877 AA425217  CDH3
5288061 AWOB1870  ACTB acin, beta 5287820  R62612 N1
5170482 AWO75106  MYLS myosinight poypepice 5, reguiatory 57912 R45583 NRCAM
531121 AAG99926  SNTAI syntrophin, alpha 1 (d 1, 59KDa, 15:3745 AA449667  MFGES
5289015 AA460353  MGCA4171  hypothotical protein
ST, AAIoiZo  ARRCIG  alhmrates proieh I3 complex, subunit 18, 41kDa
5251383 AW572390 ST4 _ carbohydrate (N-acetyiglucosamine 6-0) sulfotransferase 4 ymo Inked recepior signalng pattvay
517518 AATISHS  FAFAMIB!  plaicletacivating facior aceyiydrolas, sofomm I, apha subunt 45K0a uster  GB Acce ‘Gene name
5273415 AWO87924  ALDOA  aldolase A, fructose-bisphosphate 7Bt Rhesasrs BrpAr
5321677 AA399410  STATS Signaltransducer and actvatorof ranscripton 3 (acute-phase response factor) 581972 T50633 SHC
5102497  AA430574  PXN paxilin 5101766 H22171 TRAP-1
5169875 AA774044  THBS3  thrombospond 5323910  AA446928  ERBE2
56895 H73961 RRPCS i varatod proten 213 complex,subunit 3, 21kDa i5.7510 AAB0969  MAP3KT
5356463 AAT12105 I
5171992  AA045326  PTPRJ
rolgh Bosynihesis 5102497 AAG30574  PXN
5. Clustor  GB Accession Gene name  Clone tille (5288261  W72201 MADH3
S5 s RPS19  ribosomal prot 5103854 AA142943  DOK1
519120 AAIGT89  EIFAELS  oukanolc ua..sua.m initation factor 4E-ike 3 5196298 AW275187  SRC
5250805  H47015 RPL34~  ribosomal protein L3 5381152 AA449831 RB2
521756 AA48B391  GC20 oo o st homelog i5.182248  AWO74995  SQSTM1
5113029  AAB72704  RPS25  ribosomal protein S25 5239176 AA256532  IGFIR
5180832 AA455652  RARS rginy-tANA synihetase 5171992 AI9§3602  PTPRJ
5:350068  AIO18613 129 ribosomal protein L2t 581972 R52961 SHC
555682  AW0S7866  EIF3S7  oukaryolic ranslation initation factor 3, subunit 7 zeta, 66/67KD: 553250 N20203 BMPR2
5380941  AI701733 129  ESTs, Hghly simiar fo AL2B_ HUMAN GOS rbosoma protein (Z3a [H.sapiens] 5.372548  RO6567 PIK3R3
7 599178 L27A  ribosomal protein L27a
5184582  AAG33768 (24 ribosomal rolein L24
5198899 AI935363 F3S10  eukayolic iransiation intiation factor 3, subunit 10 theta, 150/170kDa T
576194 AAMSGE16 S5 ribosoml protein S5 is. Cluster  GB Accession Gene name
5.09858  H23422 L7A  ribosomal protein L7a 584746 AA291398  CHCI
5180946 AA49GBE0 L5 ibosoml protein 5169363  R41973 GLETL
5173912 HO5919 F4R2 ) eukanolc ransiaion itation facor 44 scform (5.150557  AAG76460  KPNA2
5103081~ AA284234 30Kz Hhosoma protoh Sk Knase, T0KDa. polpepuae 5 5180446 AA425006  KPNB1
5108124 AABSS182 S4X_~ ribosomal brotein S4. X inked 512720 AA707312  EIF4ENIF1
578935 AA4B7589 ETAP2  methionyl aminopeptidase 2 51 5 E1B-APS
5350108 Hr3628 LPO  ribosomal protein, large, PO 5196209 AI968091 R
53100 AABG220  KARS IysyHRNA synthetase i5.9082 AA733061  NUP54
5.149894  H18070 TiF2 miochondrial ranlationl nfiaton actor 2 15249495  R40060 HNRPAT
5181311 AWO51743  NARS asparzgnyl—!RNAs 5380785  AA211459  XPOT
s 9909 RS glycyHANA syr 5.19620 RAE
5.1 146 RPS24  ribosomal protei i5.172108 Pgs
5356360 AW087926  RPS2 ibosomal protein S2 i5.9880 AA418410  PPIH
557783 AAG76471 IF359  eukaryolic ranslation iitiation factor 3, subunit 9 eta, 116kDa. 5249495  AA126911  HNRPA!
5230483 H56918 EsT Human clono 23933 mANA sequence 590073 N69204 CSEIL
518426 N72715 UKita ransiational inhibitor protein p14.5 15,9877 AAB1S31T  NUPG2
5192023 AASG6783  EIF3S2  oukaryolic ranslation initation factor 3, subunit 2 beta, 36kDa 510842 AA56636 N
5106673 AAGG9674  EIF3S6  eukaryolic transiation inliation factor 3, subunit 6 48kDa 5169750  AA280514  TPR
575102 AAISGS71  AARS alany-ANA synihetase 5102929 No4372 AF3P21
5177574 R31521 PRKRIR  protein-kinase, 5301266 AAd57050  TCOF1
5198767 AA461527  COPS5  COPS consiiuiive pholomorphogenic homolog subunit 5 (Arabidopsis) 5211608 R40059 NUP153
533510 ANGDSISt  SOYET  smallinducibe cyokie subfamiy €, member 1 (encothelal monocyte-actvating) 526102 R54193 TRPST
5334810  ARG69443  EIFS eukaryolic fransiation iniiation fact 5165439 AASO4809  ASNA1
5157850 AWO75605  RPLO ribosomal protein L9 5151734 N75505 NUTF2
512084 83 M Tu transiation s\ungaﬂon factor, mitochondrial 82712 Ne276! XR1
5182825 AAB25634 %8 nbosomal ol 569235  AAds5456  TRN-SR
5.356081 79079 PRKAI
5165590  AAG29641 515 oosomal proten s
555921 AAS99158 RS glutamy-prolyl- (RNA gnnetase umoral Immune Response
5159191 AI911374 3L riosomal potein is. Cluster  GB Accession Gene name
580617 AAG6B30T P56 rbosomal roion 16 oatoees  Aaotor T G
5211568  AW072780  EIF4G1  eukaryolic ransiation initation factor 4 gamma, 1 AAB3497  MCP
574267 ~ AA434088  RPL15  ribosomal prolein L15 S Toods  AAisosy;  ILib
582030  AABGA040 M1 adaplor-related protein complex 1, mu 1 subunit 586131 AAG33044  FADD
5150580 AA9EB313  SUII putative ranslation intation factor 5296776 AAdSO31T  RFXANK
5301547  Al675707  RPS7 ibosoml protein S7 510326 AI004301  GOPE
541072  AA410517  SERPINBG serine (or cysteine) proteinase inhibitor, clade B (ovalburmin), member 6 59661 Ts4166 PSMB10
528081  AAG68703  EIF3S4 eukaryolc iransiation inftiation factor 3, subunit 4 delta, 44kDa s2seioe  Hogole cD24
73817 47893
5207152 AWOO36S MGC2198
p s AAG00189
. Cluster  GB Accession Gene name  Clone tile 517409 AAB73604  CRIP1
1197 AA448395  HSPE1  heat shock 10kDa protein 1 (chaperonin 10) i5.158207  AI928135  PDCDI
594 R45428 DNAJAL  Dnal (Hsp40)homolog subfamiy A, mermber 1 575106 AA130017  CLU
575238 Rs6871 CHAF1B  chromatin assembly faclor 1, subunit B (060) 541691 AA93B490  BATF
515071 AW028997  CCT8 chaperonin oomammg TCPY, subunit 8 (theta) 5187958  AA292206  SLCBAS
582689  AAS9B7S8  TRA! tumor rejection antigen (gp96) 1 5202677  AWOOSS14  CD28P2
5699 AAIB1dG4 PRI peEl\dy\pmlyl Isomerase 5 cyclophln 6) 5283476 AAG47674  PTE1
577324 AA4SGGG4  ETF1 olic n termination fa
51600  AAG29692  CCT5 Chapefonn Comanmg TOP. Supunt 5 (epsion)
5182366 AA97020  TRAP1  heat shock protein 75
5155560 AW055281  GANX calnexin
578103 H92201 NAPILA  nucleosomo assombly protin ke
579150  AAS98637  CCT: chaperonin containing TGP1, subunit 4 (delta)
523385 AAT47I0  AFGIL2  AFGOATPase famiy gene ko2 (yeas)
51708 AWO75457  CCT3 chaperonin containing TGP1, subunit 3 (gamma)
fon n transporter and Carrier
Carter Transporter He.Cluster GB Accession Gene name  Clane e
si2s8s  ATeosss  ABCET | ATP.bindng casseto, subfamiy B (MORTAP), member 7
N cves cytochrome b
STese  hasots K8CBs ATy Cosseto,subtamiy B (MORTAP), member 8
5101337 AA192553  UCP3 incoupling protein 3 (milochondlial, prolon cartien)
519561  AA022627  NDUFA7  NADH dehydrogenase (ubiquinone} 1 alpha subcomplex, 7. 14.5kDa
510094  AAd52841  SLC12Ad  Solute carier family 12 (potassiumichioride transporters), member 4
530888 10896 COX7A2L  cylochrome c oxidase subunit Vila polypepide 2 like
51194 Al683443  SLCBAG  solute carier family 6 (neurotransmitier transporter, taurine), member 6
51342 AlGg8757  COXSB  cylochiome ¢ oxidase subunit V
580005 AA21d0%3  NDURSS  NADH dehycrogenass (ubidunons) Fe-S protein 5, 15KD3 (NADH-coenzyime Q recctase)
5198274  AAG20565  NDUFB10  NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10, 2
01515 AMisD0oT  COXITC COXM homacn. Coehion s st acsamay B eas
s37ies  AdeaTet  ATE2A2  Homosapiens mANAY DA DKFZDISAE 185 fom lone DKFZp34E183s)
581634  AW055345  ATPSF1  ATP synhase, H+ transportin ‘m\mnhondna\ FO complex, subunit b, isoform 1
574170 AAB72383  MTIE tiomo sapiens, Smiar o FNA holcaee roated proten,con MGC 8246 IMAGE: 3802441
7744 AMZTSI0  NDUEVI  NADH denyarogenase (Ublauinone) favoprolein 1
57854 A453577  SLC39AT  solute carrier family 39 (zinC transporter), member
516297  AAQ998S5 GO oX , elochrome o oxidase ssembly protin (east)
5111024 AAG676877  SLC25A1  solute car i . member 1
976572  AASTIST7T  ATRSO ATP synihase, Hr ran poring. mochoncrial 1 complex. O subunit
577028 H73921 SEC61B  protein transiocation comy
S307170  AGDI06s  SLGIZAS Lo camer lamiy 17 (sbdum phosphate), mermber 3
5274416 AI935199  NDUFAG  NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6, 1
S50 Mobiral  ATBROL  ATR Ol R hanepoibg bR el comax. samna polypepide 1
5119251  AWO75678  UQCRC1  ubiquinol-cylochrome c reductase core protein |
515977  AI025126  NDUFB9  NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa
577422 AAdGAS28  PLP2 proteolipid protein 2 (colonic epithelium-enrichec)
S111967 AR621201  SLC30A  Sots carer famly 30 (znc wansporien), member 3
efense / Immunity
. Cluster  GB Accession Gene name ~ Clone tile
18720  AIB90760  HLA-DRB4  major histocompatibilty complex, ciass Il, DR beta 4
5379570 AAGGA10S  HLA-DRBT  majorstocompatbiy complex oias I, DR beta 1
5278625 AIB80151 4B complement compont
573817 AA677522  CCL3 Chemoldne (C.C ot | lgana
5177550 AA449440  IFNGR2 eroron gama rocoplor 2 (terferen gamma tansdvcor 1)
556009  AI357590  OAS3 3 ollgoadenylale sythetase 3, 10
5241392 AABG072  COLS chemaine (C.C i) igand 5
5572 H82213 GRM1 orosomucoid
5370037 169304 TRbR  TABDiniog proton (apasin)
sissore  Alsaicds  PTPRCAP - prolein yosine phosphaase, receptor ype, C-associated potein
5274348 AAS9B629  BAT3 ILA-B associated ranscript 3
5381008 A94661 HLAE e hsocompatoiy Gamplex, dass 1
S277477  AMB4246  HLAC Jor histocompaibiiy complex. class I, C
576391 AAS7042  MX1 Ao (Aanza viie) rostance . ierterornducte proein p78 (mouse)
5.142023  AWB41041  TACTILE T cel aciivation, increased late expression
58239 AAI46773  OAS! oligoadenyjate synthetase 1, 40/46kDa

Clone ttle
polymerase (DNA directed) sigma

'w A
w\.r.\ s

Py

5

6b Genes in GO peaks

SEF ransiocation (myclodlovkemia-associated)

activator of S phase kin

Suppressor of G2 alele of SKP', S, cereviiae, homolog of

SMC1 structural maintenance of chromos

molog, entromere kinelochors proein (Drcsophia)
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A
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hypothetical protein
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itosin)

chondroitin sulfate proteoglycan 6 (bamacan)
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Viphase phosphoprotein 1
centrosomal protein 2
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catenin (cadnerin-associated prote
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rowith factor receplor-bound protein
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insulinlike growth factor 1 receptor
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romosome segregation 1-fike (yeast)

nucleoporin 62kDa
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translocated promoer region (o achvaled MET oncogene)
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