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Hs.22370
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Hs.79086
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Hs.374491
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Hs.3100
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Hs.27842
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Hs.177574
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Hs.1588
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Hs.165950
Hs.49500
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Hs.98485
Hs.295944
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Hs.153640
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Hs.76095
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Hs.93183
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Hs.177559
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Hs.149098
Hs.108080
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Hs.198427
Hs.59242
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Hs.289082
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Hs.151738
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Hs.76941
Hs.184510
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Hs.266416
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Hs.379217
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Hs.120911
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Hs.118127
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Hs.129914
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Hs.250175
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Hs.343828
Hs.158947
Hs.154718
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Hs.154695
Hs.150922
Hs.74598
Hs.79217
Hs.8679
Hs.150751
Hs.350470
Hs.118638
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Hs.300954
Hs.106880
Hs.81361
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Hs.30928
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Hs.77813
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Hs.159637
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Hs.149846
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Hs.132945
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Hs.283741
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Hs.293981
Hs.146688
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Hs.151469
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Hs.214982
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Hs.181002
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Hs.239307
Hs.460
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Hs.5372
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Hs.81412
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Hs.355015
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Hs.6241
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Hs.75450
Hs.104570
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Hs.154654
Hs.93836
Hs.110571
Hs.15813
Hs.108169
Hs.77502
Hs.5476
Hs.71
Hs.290070
Hs.30332
Hs.83572
Hs.13501
Hs.352341
Hs.7835
Hs.89890
Hs.28988
Hs.379039
Hs.250882
Hs.27373
Hs.17144
Hs.355333
Hs.166096
Hs.94790
Hs.272499
Hs.5753
Hs.82961
Hs.5297
Hs.287820
Hs.321130
Hs.21293
Hs.306098
Hs.201967
Hs.78183
Hs.334846
Hs.152759
Hs.90073
Hs.21331
Hs.172665
Hs.75811
Hs.283690
Hs.84790
Hs.117950
Hs.78802
Hs.180414
Hs.365706
Hs.155017
Hs.1334
Hs.149923
Hs.62180
Hs.9329
Hs.46677
Hs.279905
Hs.48855
Hs.104019
Hs.104859
Hs.14559
Hs.69360
Hs.194698
Hs.89497
Hs.250822
Hs.156346
Hs.83765
Hs.334828
Hs.115778
Hs.77256
Hs.1192
Hs.2934
Hs.118631
Hs.85137
Hs.153704
Hs.77695
Hs.122579
Hs.114311
Hs.77152
Hs.4756
Hs.154443
Hs.81942
Hs.78996
Hs.179565
Hs.243886
Hs.75238
Hs.7426
Hs.334562
Hs.75319
Hs.6566
Hs.381162
Hs.250811
Hs.1578
Hs.81892
Hs.93002
Hs.153479
Hs.82906
Hs.252587
Hs.77597
Hs.19114
Hs.8146
Hs.42650
Hs.25292
Hs.116244
Hs.26516
Hs.105097
Hs.179718
Hs.147097
Hs.1901
Hs.388
Hs.122908
Hs.184352
Hs.108196
Hs.77462
Hs.153850
Hs.351327
Hs.119960
Hs.46423
Hs.111632
Hs.83758
Hs.159557
Hs.180655
Hs.72160
Hs.91417
Hs.77171
Hs.36708
Hs.272027
Hs.150981
Hs.79018
Hs.91728
Hs.279906
Hs.29287
Hs.115474
Hs.77204
Hs.72550
Hs.24485
Hs.240
Hs.110713
Hs.81848
Hs.44566
Hs.169111
Hs.50758
Hs.155247
Hs.343475
Hs.74376
Hs.377816
Hs.95577
Hs.194679
Hs.99603
Hs.184339
Hs.234680
Hs.155223
Hs.324277
Hs.21380
Hs.87409
Hs.6877
Hs.75188
Hs.250505
Hs.75102
Hs.107164
Hs.119597
Hs.279617
Hs.288649
Hs.132955
Hs.4996
Hs.349499
Hs.155986
Hs.75137
Hs.326159
Hs.155975
Hs.75692
Hs.279761
Hs.25040
Hs.197540
Hs.169756
Hs.12109
Hs.278625
Hs.9383
Hs.278634
Hs.184641
Hs.71891
Hs.99654
Hs.241205
Hs.164410
Hs.3123
Hs.89603
Hs.177486
Hs.288968
Hs.109058
Hs.3821
Hs.343666
Hs.831
Hs.75884
Hs.251406
Hs.43141
Hs.20558
Hs.3903
Hs.9568
Hs.187991
Hs.84084
Hs.29956
Hs.179526
Hs.20157
Hs.75841
Hs.90419
Hs.325978
Hs.296365
Hs.75890
Hs.9398
Hs.301685
Hs.76111
Hs.9444
Hs.92261
Hs.183601
Hs.18075
Hs.267604
Hs.79101
Hs.107014
Hs.80680
Hs.172609
Hs.183868
Hs.289061
Hs.4943
Hs.77870
Hs.17883
Hs.90800
Hs.23016
Hs.70202
Hs.75909
Hs.57691
Hs.154679
Hs.28935
Hs.137594
Hs.278507
Hs.400572
Hs.211773
Hs.282997
Hs.236030
Hs.169750
Hs.75736
Hs.80220
Hs.103724
Hs.272736
Hs.18376
Hs.75216
Hs.108660
Hs.79092
Hs.189847
Hs.250712
Hs.102402
Hs.44468
Hs.169875
Hs.113207
Hs.107088
Hs.35096
Hs.2243
Hs.155800
Hs.356901
Hs.285735
Hs.348980
Hs.180779
Hs.154576
Hs.356901
Hs.117848
Hs.7644
Hs.233568
Hs.173084
Hs.28777
Hs.86392
Hs.165662
Hs.12183
Hs.133314
Hs.20084
Hs.177691
Hs.323910
Hs.21851
Hs.364193
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Hs.375209
Hs.7252
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Hs.92198
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Hs.18587
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Hs.373499
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Hs.83834
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Hs.18142
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Hs.118633
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Hs.20315
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Hs.3838
Hs.198689
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Hs.18953
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Hs.1757
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Hs.1624
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Hs.6527
Hs.173894
Hs.204238
Hs.182339
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Hs.381229
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Hs.273385
Hs.74335
Hs.173255
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Hs.272897
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Hs.83190
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Hs.160417
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Hs.91985
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AA916325
AA911971
AW105287
N69204
AA486194
AA633577
AA664155
H99695
AA600190
AI969643
R59308
AA629567
AA155913
AI928195
N49284
W90128
R16712
AA936183
H58234
AA620485
N63744
AA279990
T66935
AA131909
AA400476
AI932735
AA983462
R19158
AI990075
R01547
AA188761
AA157787
AA430744
N54344
AA633549
W87751
AA608568
W93379
W93717
AA206473
AA700904
AI688220
AA620553
AA488610
AA486289
AA450265
AI669374
AI968022
R56871
R43640
AA598974
AA187351
AA630784
N95450
AA873060
AA460685
W68220
AA430504
AI816969
AA598776
AI362866
AA629262
AA670197
AA450205
AA706968
AA057723
AI024401
N72697
AA778098
AA457034
H95392
AI670809
AA443998
AI739449
H94469
AA961752
H09055
AI650845
AA458486
AW511379
AA868008
AA176220
AA397813
AA676460
AA071486
AI203233
R97785
AA285155
AA488324
AA283003
AI655379
AA704459
AA458994
T90767
H24301
H94617
AA701455
R10285
AA463411
AA282936
R25377
AA683102
AA088258
AA447499
AA283006
AI951114
N20475
H23124
AA598808
AA486208
AI973060
N56892
AA903137
AA457121
AA497040
AA490235
R41972
AA464532
H12255
AA678396
H15011
AA156571
AA018591
AA054956
W31717
H23211
AA465697
AA707334
H90899
H93249
AA018659
AW073304
AA481547
AA894927
T59873
AI675929
W47003
AW084720
N26062
AI880151
AI672251
AA401448
AA775443
AA243749
R37635
R37108
T49146
T40541
AA486365
W42849
AA457216
N31641
R43444
R54590
R54024
AA995174
AA868226
AA447476
R70925
W32509
AA421300
R27346
AA046411
H15436
AW469831
AA488901
AA682851
AI628353
W90116
N74284
AA447394
H50220
AA485428
AA496691
T52497
H29475
AA453774
AA485743
N78929
AA082943
H19340
AA158991
AW072141
N34827
AA028921
AI684984
AA476277
AA465723
H09997
N53172
AA732975
H05099
AA865745
AA683073
T61445
AI340654
T70037
H59916
H84982
AI362819
H24688
AA280514
AA456975
H17139
R26732
R16767
N70196
AA598513
N68159
H29627
AA953395
R36947
AA447515
AA937126
AA774044
AA810225
AA775828
N63748
AI084074
R98472
H70775
AI076718
N68399
AA885642
AA995300
AI688098
H79534
T66815
AI200373
AA961532
AA452933
T46979
AA985377
R43485
AI052192
AA777229
AI306467
AW057736
H68663
AA701655
AA877334
AA465513
AA872001
AA630800
AA156802
H81304
AA699427
AI870374
W58236
AA838691
AI923970
T63490
T50080
AA428334
H93308
AW075163
AA431428
AI364688
AA426408
AA447986
AA454563
T65736
N81029
AA485427
AW572390
AW273065
AA405486
AA055076
AA443116
AI000966
AA968514
H20558
AA448659
T71991
AA486067
AI015349
W72753
R52639
AA410404
AA488176
W72393
AA975186
AA996286
N64532
AA465228
N29825
AA464622
AA291749
R49475
AA171613
AA425299
AI523615
AA779165
N95418
AA599094
R46202
AW192480
R20625
AW075412
AA757847
AA676712
H12845
H81802
AA279072
T96987
T52152
W69399
W94539
R38418
AA156602
AI359120
AA599120
AA973768
AA620357
AW513010
H17513
R72517
AA705221
AA872480
AA495936
R78725
AA400234
N63940
H52673
H69583
AA496360
AA995404
AI937385
H90765
T74074
AI889466
AA857542
AI992096
AA464526
W69154
AA488602
AA872020
AI970855
AI269677
AA430506
AI961866
R34568
AA425900
R91950
AA862371
AA464417
AA406020
AA157813
AA292226
W61361
AW090021
AW339626
AA464246
AA644657
AI978898
AA485353
R94661
AI983836
W47350
AW071596
T69304
T64956
AA457042
H08561
AI357590
AW071383
AJ225089
AA143609
AA126958
AI953299
AW073393
AA460152
H22914
N73575
AA160913
AW468227
AA131299
AI671234
H72875
N21081
R06567
AI990496
H59726
AI688112
AI653116
AA857015
R67355
AA775249
T55558
AA400973
AI573169
H18938
R43973
H16958
R43581
R44334
R45594
H09590
H11622
AA664179
AI371684
H50323
AI886264
AI675714
AA405927
H75632
AA157499
AI675670
AA436807
AA490124
AI652223
H93603
AA482455
AA598508
AA975209
AA961383
AI369378
AA167382
R42159
R63811
AA424743
AI302412
AA894634
W16832
AA598615
R71689
AA169645
AA169814
H10045
AI040975
H69538

Gene Symbol
ILF2
SLC25A4
XPOT
KIAA0633
MOCS2
GEMIN5
SENP3
FLJ14075
EST
E2IG3
ABCE1
FLJ20624
SEC13L
FLJ21087
DDX21
CRFG
FLJ20425
FLJ20432
DKFZP564O0463
CCT6A
EBNA1BP2
MRPL3
ABCF2
FLJ20421
CALU
HSPD1
PA2G4
TCOF1
KARS
PSMD12
PPID
CGI-94
DKFZP586F1524
FLJ11210
PDCD5
HSU15552
PRKRIR
PTP4A2
AHR
MGC4796
TOP1
PRO0082
RAP1B
MCL1
PRO0149
KIAA0970
DKFZP566C134
EST
DDX5
PAWR
ARSDR1
CRI1
SEMA3C
IBTK
TRA1
DDEF1
RALB
EST
PFDN1
MGC17921
MAP4K3
PAPSS2
ABAT
RAD23B
FGFR4
KIAA0746
NEK6
NT5E
GNB2
QSCN6
DDEF2
LMO7
PODXL
MTRF1
AKAP12
EST
GJB3
TFPI2
C4.4A
ETR101
STMN2
BCAR1
SIAT4A
TDPGD
SRCAP
MAFG
EXT1
VEGFC
AUP1
ITGB4BP
C2F
UMPK
U3-55K
CORO1A
LAD1
ATP2A2
MFGE8
NRP1
MDS026
BUB3
HOMER-2B
SNRPD1
ACTR3
APMCF1
STK24
ARC
PLAU
NFKBIE
SEMA4B
CLC
CNK
LIF
SERPINE1
PLAUR
UP
EPHA2
IER5
COQ4
PMAIP1
EHD1
MAP2K3
XPO5
EST
FN14
MAP3K14
NR4A1
MAFF
NPC1
STX1A
IER3
BCL10
CDK5R1
MFAP3
CTGF
CYR61
JUNB
ZNF216
NFIL3
TNFRSF10B
DUSP14
DUSP4
VIL2
SHB
PRNP
VCL
CEBPB
TMEM4
CRKL
ILKAP
CHN1 
MGC3038
C9orf12
RAB31
RPS6KA3
MADH3
ARSB
JUND
TAF13
VASP
ASE-1
LOC84549
SLC20A1
LOC200734
CCND1
DDT
PPIF
EST
PEA15
GJA8
MYC
FLJ12484
KIAA1453
AGS3
CDC42EP1
ATP11A
IL4R
ICAM1
IFNGR2
SDCCAG8
GG2-1
KIAA1046
CITED2
HSU84971
IL11
CDKN1A
ODC1
SERPINE2
COPEB
SMTN
CSRP1
HAN11
ITGA3
CAP
LOXL2
TGM2
KIAA1115
ABCC3
STK39
AQP3
CDC42BPB
BENE
STX4A
ITGA2
DKFZP564D0764
GAL
PFKP
ENIGMA
S100A11
TLX3
KIAA1032
ITGA5
MGC14376
TNFRSF11B
RASD1
EIF2B2
ERCC1
TM4SF1
TOMM34
FHL2
HMGA1
HK2
PACE
BASP1
PPM2C
SECTM1
GM2A
ELL2
PLEK2
ITGA6
WDR1
PXN
RAI3
ANXA5
CNIL
PTRF
DKFZP564K247
EVA1
LOC55971
ITGB1
SMU-1
CD68
TIMP1
LOC51635
MAP4K4
RIS1
STC1
RIN1
H2BFQ
NOLA3
FLJ22649
NME2
KIAA0967
S100A6
MMP9
ARF3
RTN4
YWHAG
LDLR
IGF1R
ATP1B3
SFN
NP
EDG5
CTNNAL1
CLDN14
CORO1C
CD44
HARS
CTPS
EEF1E1
EIF5A
DGCR2
EST
EST
KIAA0555
CALM2
PSMD2
HPRT1
MFN2
TUBB2
RHEB2
NXPH4
SNRPB
RANGAP1
CPM
SLC27A4
YKT6
HAIK1
B7-H3
MGC29643
HCC-4
NFKB2
FADS3
B4GALT5
B3GNT1
CAV1
MLC-B
S100A13
TMEPAI
ACTC
ACTG2
RUNX1
B4GALT1
FADS1
HELO1
GALNT2
SHC1
UBE2E3
AMPD2
LOC90850
FLJ20244
TPD52L2
ADCY9
PMM2
BCS1L
POLD2
PYCR1
BACH
DKFZP572C163
TFF1
NME1
ESTs
HYPK
BYSL
HNRPAB
PUS1
TOMM40
IFRD2
FLJ23338
MRPS23
MGC19606
ARD1
SRM
SMPD1
LDHA
NUDC
NBL1
VARS2
TRAP1
PHB
IRAK1
C14orf3
DKFZP586G1517
SNRPA1
EST
E2IG2
HCS
ESTs
EIF3S9
FLJ10774
KIAA0185
KIAA0690
ITGB5
DJ37E16.5
PDZ-73/NY-CO-38
CDC42EP2
RRP46
KIAA0683
MGC5627
NOLA2
SLC29A1
RBM14
KIAA0169
CA2
EBP
FDPS
PSMC3
TUBG1
TUBA1
TUBA2
SPUVE
SLC1A5
SERPINA3
BSCL2 
PTGES
FLJ90005
TXNRD1
HABP4
UGDH
ANXA1
CASK
BARX2
LAK-4P
S100A9
TCF20
FLJ21791
EPAS1
PA200
LAMC1
RAI14
MSF
AP1M1
YARS
ATF3
KIAA1577
EST
CLDN4
ONECUT1
DOK1
ITPKC
TNP1
RHO6
LPIN1
KIAA0247
NFKBIA
SAT
ANPEP
EST
VIM
ALDH1A3
EST
CSF3
FST
IL1B
CCL3
SFRP1
CKTSF1B1
SMURF2
CTSL
COL4A6
CALB2
GSTTLp28
EFNB2
CXCL1
IL6
OLR1
GC20
TSC22
EST
EST
HS3ST3B1
LRIG1
HS3ST3A1
APM2
FLJ20128
CLDN9
SLC9A1
ID3
JUP
FSTL3
LGALS1
EST
ZFHX1B
B3GAT3
SCARB1
LOC254531
FLJ32234
DDIT3
KIFC3
GHRH
KIAA1363
MCCC1
ALAD
RBBP2
ZNF75
CXCL6
HDAC1
MAP3K3
CYLC2
NCOA3
CACNA1C
PIK3R1
ISGF3G
CTSH
SIAT4C
KIAA0500
GPRC5C
DSIPI
KLK8
EST
PPP1R13B
KIAA0233
C20orf30
C1orf34
IL2RA
DGCR6L
ISYNA1
GPSN2
CRAT
GRHPR
UNC84B
CKB
FXYD3
KIAA0447
DKFZP566H073
ULK2
VAT1
CGI-58
KIAA0202
LCMT
MMP15
PACSIN1
KIAA1322
SH3BP5
EST
EST
DKFZP434D146
SLC29A2
KIAA0790
MAN1A1
HMOX1
PPL
P8
NNMT
PDPK1
ARF4L
OKL38
WFS1
EST
SLC6A6
PIN
PP5395
ASML3B
DBI
AP1B1
CELSR2
C20orf27
KIAA0153
KIAA0869
SLC2A1
ALDOA
PRDX1
CRYAB
FLJ12389
TEM5
AOP2
KIAA0152
ATP1A1
P4HA2
SET7
GOT1
BTG1
EST
DKFZP434J214
KIAA0040
GRAF
MTMR9
PIM2
ARHGEF4
SDCCAG16
TP53BP2
CD7
RGS10
EXTL1
MT2A
MT1G
PBX3
MT1E
MT1L
GLUL
KCNN4
RPP20
EMP2
HT008
RPS6KA1
OAZIN
BCL3
SLC3A2
SLC7A5
CKIP-1
CYP1B1
DKFZP434N014
GADD45B
SLC22A5
DKFZP586C1619
MAT2A
KIAA1896
AZGP1
GSN
GFPT2
MGC14433
PES1
STCH
ENDO180
PC
GLRX
DOC-1R
BDKRB2
EST
SDR1
FLJ23841
ELF3
KIAA0775
DHRS2
IMPA2
TFF3
DKFZP564A2416
FN1
MLPH
UAP1
AKR1C1
AKR1C2
AKR1C3
PVRL1
ASK
CSE1L
FLJ10036
MTHFD1
ASAH1
H41
C7orf14
PAICS
GSK3B
HSPA8
MGP
NRIP1
MYB
XBP1
ANLN
C20orf1
PRO2000
ANKT
FLJ10468
TACC3
DKFZp762E1312
FLJ10540
KNSL6
CCNB2
LMNB1
STK6
TOP2A
DHFR
FLJ10719
KNTC1
EZH2
KIAA0074
RRM1
TIMELESS
CCNA2
NEK2
KIAA0008
ECT2
CDC45L
MCM7
FEN1
MCM4
POLA2
PCNA
MCM3
MGC20372
CHAF1B
KIAA0841
CDC2
RRM2
TRIP13
EST
STMN1
BIRC5
KIAA0101
UBE2C
ESPL1
CDC20
PTTG1
PLK
HMGB3
TLOC1
ZWINT
RNASEH2A
DKFZP434J046
FLJ10604
TK1
MYBL2
H2AFX
KLKB1
NUDT1
CDT1
FLJ12549
LOC51659
DNMT1
C321D2.4
FLJ20452
DKFZP727G051
H4FG
LSM3
CKS2
KPNA2
STK12
AND-1
TOPBP1
MCM5
BUB1B
FBXO5
TRPC3
CHAF1A
PMSCL1
CCNT1
RBBP8
RFC3
CENPF
HMMR
CSPG6
MPHOSPH1
DEK
RAD21
KIAA1641
OXR1
SMC4L1
ALDOC
CTSD
OLFM1
EST
CDK4
WISP2
ASB13
MELK
FER1L3
STC2
EGLN2
EST
THBS1
FLJ10483
WEE1
RARA
AARS
SPTBN1
SCD
HSD17B12 
MGC3077
BNIP3L
DKFZP564D166
DSP
DDX24
KIAA0193
LRRFIP1
PTPRCAP
ASNS
HSPC134
ZNF239
HIF1A
C1S
CIAO1
C4B
CRELD1
KIAA0146
FADS2
DDR2
POMT1
PXMP4
C16orf7
LLGL2
MUC1
APP
RAB22A
RPS6KA5
NBEA
LOC149267
HMGCL
DKFZP586A011
GAGE8
DKFZP727C091
FLJ20345
CDC42EP4
ZNF261
WSB1
APPBP2
KIAA0460
TXNIP
CDK5RAP3
C12orf8
KIAA0882
IL18BP
ZF5128
MBTPS1
FLJ10055
KIAA0620
DAG1
FLJ13114
PDK2
RGS16
C9orf3
FLJ10450
CCNG1
MIR16
MVP
NUCB1
GUSB
SMA3
MAGED2
FLJ12750
PPM1G
MMP16
RDC1
WDR10
KIAA0182
CDH18
SYT1
TLE1
H2BFC
HARSL
KIAA1919
CHES1
GBA
SMARCC2
TPR
APOD
CTNND2
PMP22
NRBP
CGN
PTPRF
ABCC5
FLJ14427
PUNC
CACNB3
MAD4
DKFZP586D0623
THBS3
GPR30
POGZ
KIAA1538
BLK
ESTs
H2BFL
H2BFR
EST
H2BFB
H2BFD
H2BFL
HBE1
H1F2
H2AFI
MYH3
H2AFL
KIAA1402
KIAA0675
KIAA0935
RORC
RXRA
NCAM2
ERBB2
EST
EST
ERBB3
AIBZIP
ANXA6
IFI30
LAMB2
ANXA9
FBP1
LDOC1
CPT2
EPHX1
CTSF
FLJ20605
KIAA1464
GSTZ1
WDR6
GRN
INHBB
TM7SF2
PSK-1
DNAJC4
FLJ20568
SELENBP1
COL18A1
CRIP2
CHST4
HNF4G
KIAA0638
EST
RAI17
KIAA1324
PAPA-1
ARL6IP
CDC25B
CREG
TBL1X
EST
CARHSP1
SHMT1
DDB2
MGC33864
RAMP3
PEAS
SYNE-2
DSCAM
FLJ22794
CNNM3
DKFZp434C1714
ESR1
MNAT1
CA12
SLC9A3R1
WASPIP
ARL4
FKBP8
RHOBTB3
IRX5
SLC6A14
EVL
NPEPPS
KIAA0450
KIAA0776
KIAA0738
PRex1
INPPL1
SHARP
CKAP2
H1F0
DKFZp564B0769
RC3
POLI
KIAA1335
SMARCE1
HRMT1L1
LOC80298
HSPA1A
HSPA1L
FLJ31208
FLJ10587
ZNF317
MGST1
JWA
MEN1
ACHE
BAK1
BTG2
PRKCD
NLI-IF
CLN3
KIAA0323
LOC155066
PPAP2C
ATP2A3
H3FK
IL1R1
FLJ22357
KIAA1533
PRSS8
SEMA3F
N4BP3
NSAP1
SYNGR2
OAS2
UNG2
CYB5
IFITM2
IFITM3
ISG15
IFI27
SLC6A8
SERPINB8
EST
ARRB2
HLA-C
HLA-A
FLOT1
LGALS3BP
HLA-E
PSMB8
RARRES3
UBE2L6
TAPBP
KIAA1268
MX1
ESTs
OAS3
EST
OASL
EST
RIG-I
IFIT1
FSTL1
SNK
BPAG1
EST
PDE9A
EAP30
PRO1489
L1CAM
GATA3
HIS1
PIK3R3
RFX5
KIAA0057
BBC3
KIAA1077
EFNA1
AMOTL2
GPR56
CSF1
LCN2
EHF
ACY1
EEF1G
GAPD
GNAS
HSPCB
SNRPA
EIF4A1
TUBA3
KRT18
BAG3
FASN
BMP7
AGR2
LOXL1
TMEM2
MAPK13
RGS2
ITGB6
UBE2N
WNT10B
CEGP1
EST
CRABP2
SPINT1
PP1044
CKMT1
FLJ20315
SHANK2
LMCD1
ZFP36L1
ESDN
SLIT2
MBLL39
NFIA
EPB41L1
SFRS6
SNX2
VAV3
LOC58500
LOC90355

Clone Title
interleukin enhancer binding factor 2, 45kDa
solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 4
ESTs, Highly similar to XPOT_HUMAN Exportin T (tRNA exportin) (Exportin(tRNA)) [H.sapiens]
KIAA0633 protein
molybdenum cofactor synthesis 2
gemin 5
sentrin/SUMO-specific protease 3
hypothetical protein FLJ14075
Homo sapiens mRNA; cDNA DKFZp564O0122 (from clone DKFZp564O0122)
putative nucleotide binding protein, estradiol-induced
ATP-binding cassette, sub-family E (OABP), member 1
hypothetical protein FLJ20624
sec13-like protein
Homo sapiens, hypothetical protein FLJ21087, clone MGC:21067 IMAGE:4745524, mRNA, complete cds
DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 21
G protein-binding protein CRFG
hypothetical protein FLJ20425
hypothetical protein FLJ20432
DKFZP564O0463 protein
chaperonin containing TCP1, subunit 6A (zeta 1)
EBNA1 binding protein 2
mitochondrial ribosomal protein L3
ATP-binding cassette, sub-family F (GCN20), member 2
hypothetical protein FLJ20421
calumenin
heat shock 60kDa protein 1 (chaperonin)
proliferation-associated 2G4, 38kDa
Treacher Collins-Franceschetti syndrome 1
lysyl-tRNA synthetase
proteasome (prosome, macropain) 26S subunit, non-ATPase, 12
peptidylprolyl isomerase D (cyclophilin D)
CGI-94 protein
DKFZP586F1524 protein
hypothetical protein FLJ11210
programmed cell death 5
acidic 82 kDa protein mRNA
protein-kinase, interferon-inducible double stranded RNA dependent inhibitor, repressor of (P58 repressor)
protein tyrosine phosphatase type IVA, member 2
aryl hydrocarbon receptor
hypothetical protein MGC4796
topoisomerase (DNA) I
hypothetical protein PRO0082
ESTs, Highly similar to TVHUR1 transforming protein rap1b - human [H.sapiens]
myeloid cell leukemia sequence 1 (BCL2-related)
PRO0149 protein
KIAA0970 protein
DKFZP566C134 protein
Homo sapiens mRNA; cDNA DKFZp586N012 (from clone DKFZp586N012)
DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA helicase, 68kDa)
PRKC, apoptosis, WT1, regulator
androgen-regulated short-chain dehydrogenase/reductase 1
CREBBP/EP300 inhibitory protein 1
sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C
inhibitor of Bruton's tyrsoine kinase
tumor rejection antigen (gp96) 1
development and differentiation enhancing factor 1
v-ral simian leukemia viral oncogene homolog B (ras related; GTP binding protein)
Homo sapiens, clone MGC:8772 IMAGE:3862861, mRNA, complete cds
prefoldin 1
hypothetical protein MGC17921
mitogen-activated protein kinase kinase kinase kinase 3
3'-phosphoadenosine 5'-phosphosulfate synthase 2
4-aminobutyrate aminotransferase
RAD23 homolog B (S. cerevisiae)
fibroblast growth factor receptor 4
KIAA0746 protein
NIMA (never in mitosis gene a)-related kinase 6
5'-nucleotidase, ecto (CD73)
guanine nucleotide binding protein (G protein), beta polypeptide 2
quiescin Q6
development and differentiation enhancing factor 2
LIM domain only 7
podocalyxin-like
mitochondrial translational release factor 1
A kinase (PRKA) anchor protein (gravin) 12
Homo sapiens mRNA; cDNA DKFZp586F2224 (from clone DKFZp586F2224)
gap junction protein, beta 3, 31kDa (connexin 31)
tissue factor pathway inhibitor 2
GPI-anchored metastasis-associated protein homolog
immediate early protein
stathmin-like 2
breast cancer anti-estrogen resistance 1
sialyltransferase 4A (beta-galactosidase alpha-2,3-sialytransferase)
dTDP-D-glucose 4,6-dehydratase
Snf2-related CBP activator protein
v-maf musculoaponeurotic fibrosarcoma oncogene homolog G (avian)
exostoses (multiple) 1
vascular endothelial growth factor C
ancient ubiquitous protein 1
integrin beta 4 binding protein
C2f protein
uridine monophosphate kinase
U3 snoRNP-associated 55-kDa protein
coronin, actin binding protein, 1A
ladinin 1
ATPase, Ca++ transporting, cardiac muscle, slow twitch 2
milk fat globule-EGF factor 8 protein
neuropilin 1
uncharacterized hematopoietic stem/progenitor cells protein MDS026
BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast)
Homer, neuronal immediate early gene, 2
small nuclear ribonucleoprotein D1 polypeptide 16kDa
ARP3 actin-related protein 3 homolog (yeast)
APMCF1 protein
serine/threonine kinase 24 (STE20 homolog, yeast)
activity-regulated cytoskeleton-associated protein
plasminogen activator, urokinase
nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, epsilon
sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4B
cardiotrophin-like cytokine; neurotrophin-1/B-cell stimulating factor-3
cytokine-inducible kinase
leukemia inhibitory factor (cholinergic differentiation factor)
serine (or cysteine) proteinase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1
plasminogen activator, urokinase receptor
uridine phosphorylase
EphA2
immediate early response 5
CGI-92 protein
phorbol-12-myristate-13-acetate-induced protein 1
EH-domain containing 1
mitogen-activated protein kinase kinase 3
exportin 5
Homo sapiens mRNA for FLJ00066 protein, partial cds
type I transmembrane protein Fn14
mitogen-activated protein kinase kinase kinase 14
nuclear receptor subfamily 4, group A, member 1
v-maf musculoaponeurotic fibrosarcoma oncogene homolog F (avian)
Niemann-Pick disease, type C1
syntaxin 1A (brain)
immediate early response 3
B-cell CLL/lymphoma 10
cyclin-dependent kinase 5, regulatory subunit 1 (p35)
microfibrillar-associated protein 3
connective tissue growth factor
cysteine-rich, angiogenic inducer, 61
jun B proto-oncogene
zinc finger protein 216
nuclear factor, interleukin 3 regulated
tumor necrosis factor receptor superfamily, member 10b
dual specificity phosphatase 14
dual specificity phosphatase 4
villin 2 (ezrin)
SHB (Src homology 2 domain containing) adaptor protein B
prion protein (p27-30) (Creutzfeld-Jakob disease, Gerstmann-Strausler-Scheinker syndrome, fatal familial insomnia)
vinculin
CCAAT/enhancer binding protein (C/EBP), beta
transmembrane protein 4
v-crk sarcoma virus CT10 oncogene homolog (avian)-like
integrin-linked kinase-associated serine/threonine phosphatase 2C
Chimerin (chimaerin) 1
hypothetical protein similar to actin related protein 2/3 complex, subunit 5
chromosome 9 open reading frame 12
RAB31, member RAS oncogene family
ribosomal protein S6 kinase, 90kDa, polypeptide 3
MAD, mothers against decapentaplegic homolog 3 (Drosophila)
arylsulfatase B
jun D proto-oncogene
TAF13 RNA polymerase II, TATA box binding protei (TBP)-associated factor, 18kDa
vasodilator-stimulated phosphoprotein
CD3-epsilon-associated protein; antisense to ERCC-1
RNA binding protein
solute carrier family 20 (phosphate transporter), member 1
hypothetical protein LOC200734
cyclin D1 (PRAD1: parathyroid adenomatosis 1)
D-dopachrome tautomerase
peptidylprolyl isomerase F (cyclophilin F)
Homo sapiens cDNA FLJ25593 fis, clone JTH12671, highly similar to Homo sapiens mRNA for putative secreted ligand (fjx1 gene homologue)
phosphoprotein enriched in astrocytes 15
gap junction protein, alpha 8, 50kDa (connexin 50)
v-myc myelocytomatosis viral oncogene homolog (avian)
hypothetical protein FLJ12484
KIAA1453 protein
likely ortholog of rat activator of G-protein signaling 3
CDC42 effector protein (Rho GTPase binding) 1
ATPase, Class VI, type 11A
interleukin 4 receptor
intercellular adhesion molecule 1 (CD54), human rhinovirus receptor
interferon gamma receptor 2 (interferon gamma transducer 1)
serologically defined colon cancer antigen 8
TNF-induced protein
KIAA1046 protein
Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2
fetal hypothetical protein
interleukin 11
cyclin-dependent kinase inhibitor 1A (p21, Cip1)
ornithine decarboxylase 1
serine (or cysteine) proteinase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 2
core promoter element binding protein
smoothelin
cysteine and glycine-rich protein 1
WD-repeat protein
integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 receptor)
adenylyl cyclase-associated protein
lysyl oxidase-like 2
transglutaminase 2 (C polypeptide, protein-glutamine-gamma-glutamyltransferase)
KIAA1115 protein
ATP-binding cassette, sub-family C (CFTR/MRP), member 3
serine threonine kinase 39 (STE20/SPS1 homolog, yeast)
aquaporin 3
CDC42 binding protein kinase beta (DMPK-like)
BENE protein
syntaxin 4A (placental)
integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor)
DKFZP564D0764 protein
galanin
phosphofructokinase, platelet
enigma (LIM domain protein)
S100 calcium binding protein A11 (calgizzarin)
T-cell leukemia, homeobox 3
KIAA1032 protein
integrin, alpha 5 (fibronectin receptor, alpha polypeptide)
hypothetical protein MGC14376
tumor necrosis factor receptor superfamily, member 11b (osteoprotegerin)
RAS, dexamethasone-induced 1
eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa
excision repair cross-complementing rodent repair deficiency, complementation group 1 (includes overlapping antisense sequence)
transmembrane 4 superfamily member 1
translocase of outer mitochondrial membrane 34
four and a half LIM domains 2
high mobility group AT-hook 1
hexokinase 2
paired basic amino acid cleaving enzyme (furin, membrane associated receptor protein)
brain abundant, membrane attached signal protein 1
protein phosphatase 2C, magnesium-dependent, catalytic subunit
secreted and transmembrane 1
GM2 ganglioside activator protein
ELL-related RNA polymerase II, elongation factor
pleckstrin 2 (mouse) homolog
integrin, alpha 6
WD repeat domain 1
paxillin
retinoic acid induced 3
annexin A5
cornichon-like
polymerase I and transcript release factor
DKFZP564K247 protein
epithelial V-like antigen 1
insulin receptor tyrosine kinase substrate
integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD29 includes MDF2, MSK12)
homolog of C. elegans smu-1
CD68 antigen
tissue inhibitor of metalloproteinase 1 (erythroid potentiating activity, collagenase inhibitor)
CGI-86 protein
mitogen-activated protein kinase kinase kinase kinase 4
Ras-induced senescence 1
stanniocalcin 1
Ras and Rab interactor 1
H2B histone family, member Q
nucleolar protein family A, member 3 (H/ACA small nucleolar RNPs)
hypothetical protein FLJ22649 similar to signal peptidase SPC22/23
non-metastatic cells 2, protein (NM23B) expressed in
KIAA0967 protein
S100 calcium binding protein A6 (calcyclin)
matrix metalloproteinase 9 (gelatinase B, 92kDa gelatinase, 92kDa type IV collagenase)
ADP-ribosylation factor 3
reticulon 4
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptide
low density lipoprotein receptor (familial hypercholesterolemia)
insulin-like growth factor 1 receptor
ATPase, Na+/K+ transporting, beta 3 polypeptide
stratifin
nucleoside phosphorylase
endothelial differentiation, sphingolipid G-protein-coupled receptor, 5
catenin (cadherin-associated protein), alpha-like 1
claudin 14
coronin, actin binding protein, 1C
CD44 antigen (homing function and Indian blood group system)
histidyl-tRNA synthetase
CTP synthase
eukaryotic translation elongation factor 1 epsilon 1
eukaryotic translation initiation factor 5A
DiGeorge syndrome critical region gene 2
Homo sapiens mRNA; cDNA DKFZp564D016 (from clone DKFZp564D016)
Homo sapiens cDNA FLJ35698 fis, clone SPLEN2019839, weakly similar to TIPD PROTEIN
KIAA0555 gene product
calmodulin 2 (phosphorylase kinase, delta)
proteasome (prosome, macropain) 26S subunit, non-ATPase, 2
hypoxanthine phosphoribosyltransferase 1 (Lesch-Nyhan syndrome)
mitofusin 2
tubulin, beta, 2
Ras homolog enriched in brain 2
neurexophilin 4
small nuclear ribonucleoprotein polypeptides B and B1
Ran GTPase activating protein 1
carboxypeptidase M
solute carrier family 27 (fatty acid transporter), member 4
SNARE protein Ykt6
type I intermediate filament cytokeratin
B7 homolog 3
hypothetical protein MGC29643
cervical cancer oncogene 4
nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100)
fatty acid desaturase 3
UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 5
UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 1
caveolin 1, caveolae protein, 22kDa
myosin regulatory light chain
S100 calcium binding protein A13
transmembrane, prostate androgen induced RNA
actin, alpha, cardiac muscle
actin, gamma 2, smooth muscle, enteric
runt-related transcription factor 1 (acute myeloid leukemia 1; aml1 oncogene)
UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1
fatty acid desaturase 1
homolog of yeast long chain polyunsaturated fatty acid elongation enzyme 2
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2)
SHC (Src homology 2 domain containing) transforming protein 1
ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast)
adenosine monophosphate deaminase 2 (isoform L)
hypothetical protein LOC90850
hypothetical protein FLJ20244
tumor protein D52-like 2
adenylate cyclase 9
phosphomannomutase 2
BCS1-like (yeast)
polymerase (DNA directed), delta 2, regulatory subunit 50kDa
pyrroline-5-carboxylate reductase 1
brain acyl-CoA hydrolase
DKFZP572C163 protein
trefoil factor 1 (breast cancer, estrogen-inducible sequence expressed in)
non-metastatic cells 1, protein (NM23A) expressed in
ESTs
Huntingtin interacting protein K
bystin-like
heterogeneous nuclear ribonucleoprotein A/B
pseudouridylate synthase 1
translocase of outer mitochondrial membrane 40 homolog (yeast)
interferon-related developmental regulator 2
importin 4
mitochondrial ribosomal protein S23
similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN CHROMOSOME IV
ARD1 homolog, N-acetyltransferase (S. cerevisiae)
spermidine synthase
sphingomyelin phosphodiesterase 1, acid lysosomal (acid sphingomyelinase)
lactate dehydrogenase A
nuclear distribution gene C homolog (A. nidulans)
neuroblastoma, suppression of tumorigenicity 1
valyl-tRNA synthetase 2
heat shock protein 75
prohibitin
interleukin-1 receptor-associated kinase 1
chromosome 14 open reading frame 3
DKFZP586G1517 protein
small nuclear ribonucleoprotein polypeptide A'
Homo sapiens cDNA FLJ35958 fis, clone TESTI2012394
E2IG2 protein
cytochrome c
ESTs, Weakly similar to O Chain O, Beta-Galactosidase (Chains I-P) [E.coli]
eukaryotic translation initiation factor 3, subunit 9 eta, 116kDa
hypothetical protein FLJ10774
KIAA0185 protein
KIAA0690 protein
integrin, beta 5
hypothetical protein dJ37E16.5
PDZ-73 protein
CDC42 effector protein (Rho GTPase binding) 2
exosome component Rrp46
KIAA0683 gene product
hypothetical protein MGC5627
nucleolar protein family A, member 2 (H/ACA small nucleolar RNPs)
solute carrier family 29 (nucleoside transporters), member 1
RNA binding motif protein 14
KIAA0169 protein
carbonic anhydrase II
emopamil binding protein (sterol isomerase)
farnesyl diphosphate synthase (farnesyl pyrophosphate synthetase, dimethylallyltranstransferase, geranyltranstransferase)
proteasome (prosome, macropain) 26S subunit, ATPase, 3
tubulin, gamma 1
tubulin, alpha 1 (testis specific)
ESTs, Highly similar to A23035 tubulin alpha chain (version 1) - human [H.sapiens]
protease, serine, 23
solute carrier family 1 (neutral amino acid transporter), member 5
serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 3
ESTs, Moderately similar to  ribosomal protein L22 proprotein; 60S ribosomal protein L22; Epstein-Barr-encoded RNA-associated protein...
prostaglandin E synthase
hypothetical protein FLJ90005
thioredoxin reductase 1
hyaluronan binding protein 4
UDP-glucose dehydrogenase
annexin A1
calcium/calmodulin-dependent serine protein kinase (MAGUK family)
BarH-like homeobox 2
expressed in activated T/LAK lymphocytes
S100 calcium binding protein A9 (calgranulin B)
transcription factor 20 (AR1)
hypothetical protein FLJ21791
endothelial PAS domain protein 1
proteasome activator 200 kDa
laminin, gamma 1 (formerly LAMB2)
retinoic acid induced 14
MLL septin-like fusion
adaptor-related protein complex 1, mu 1 subunit
tyrosyl-tRNA synthetase
activating transcription factor 3
KIAA1577 protein
Homo sapiens mRNA; cDNA DKFZp686C1432 (from clone DKFZp686C1432)
claudin 4
one cut domain, family member 1
docking protein 1, 62kDa (downstream of tyrosine kinase 1)
inositol 1,4,5-trisphosphate 3-kinase C
transition protein 1 (during histone to protamine replacement)
GTP-binding protein
lipin 1
KIAA0247 gene product
nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, alpha
spermidine/spermine N1-acetyltransferase
alanyl (membrane) aminopeptidase (aminopeptidase N, aminopeptidase M, microsomal aminopeptidase, CD13, p150)
Homo sapiens mRNA; cDNA DKFZp434P228 (from clone DKFZp434P228)
vimentin
aldehyde dehydrogenase 1 family, member A3
EST
colony stimulating factor 3 (granulocyte)
follistatin
interleukin 1, beta
chemokine (C-C motif) ligand 3
secreted frizzled-related protein 1
cysteine knot superfamily 1, BMP antagonist 1
E3 ubiquitin ligase SMURF2
cathepsin L
collagen, type IV, alpha 6
calbindin 2, 29kDa (calretinin)
glutathione-S-transferase like; glutathione transferase omega
ephrin-B2
chemokine (C-X-C motif) ligand 1 (melanoma growth stimulating activity, alpha)
interleukin 6 (interferon, beta 2)
oxidised low density lipoprotein (lectin-like) receptor 1
translation factor sui1 homolog
transforming growth factor beta-stimulated protein TSC-22
Homo sapiens mRNA; cDNA DKFZp434D0818 (from clone DKFZp434D0818)
ESTs, Moderately similar to JS0670 insulin receptor substrate-1 - human [H.sapiens]
heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1
leucine-rich repeats and immunoglobulin-like domains 1
heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1
adipose specific 2
hypothetical protein FLJ20128
claudin 9
solute carrier family 9 (sodium/hydrogen exchanger), isoform 1 (antiporter, Na+/H+, amiloride sensitive)
inhibitor of DNA binding 3, dominant negative helix-loop-helix protein
junction plakoglobin
follistatin-like 3 (secreted glycoprotein)
lectin, galactoside-binding, soluble, 1 (galectin 1)
Homo sapiens cDNA FLJ39099 fis, clone NTONG2001362, highly similar to Homo sapiens hydroxysteroid sulfotransferase SULT2B1b
zinc finger homeobox 1b
beta-1,3-glucuronyltransferase 3 (glucuronosyltransferase I)
scavenger receptor class B, member 1
PlSC domain containing hypothetical protein
hypothetical protein FLJ32234
DNA-damage-inducible transcript 3
kinesin family member C3
growth hormone releasing hormone
KIAA1363 protein
methylcrotonoyl-Coenzyme A carboxylase 1 (alpha)
aminolevulinate, delta-, dehydratase
retinoblastoma binding protein 2
zinc finger protein 75 (D8C6)
chemokine (C-X-C motif) ligand 6 (granulocyte chemotactic protein 2)
histone deacetylase 1
mitogen-activated protein kinase kinase kinase 3
cylicin, basic protein of sperm head cytoskeleton 2
nuclear receptor coactivator 3
calcium channel, voltage-dependent, L type, alpha 1C subunit
phosphoinositide-3-kinase, regulatory subunit, polypeptide 1 (p85 alpha)
interferon-stimulated transcription factor 3, gamma 48kDa
cathepsin H
sialyltransferase 4C (beta-galactosidase alpha-2,3-sialytransferase)
KIAA0500 protein
Homo sapiens, Similar to G protein-coupled receptor, family C, group 5, member C, clone MGC:10304 IMAGE:3622005, mRNA, complete cds
delta sleep inducing peptide, immunoreactor
kallikrein 8 (neuropsin/ovasin)
Homo sapiens mRNA; cDNA DKFZp762M127 (from clone DKFZp762M127)
protein phosphatase 1, regulatory (inhibitor) subunit 13B
KIAA0233 gene product
chromosome 20 open reading frame 30
chromosome 1 open reading frame 34
interleukin 2 receptor, alpha
DiGeorge syndrome critical region gene 6-like
myo-inositol 1-phosphate synthase A1
glycoprotein, synaptic 2
carnitine acetyltransferase
glyoxylate reductase/hydroxypyruvate reductase
unc-84 homolog B (C. elegans)
creatine kinase, brain
FXYD domain containing ion transport regulator 3
KIAA0447 gene product
DKFZP566H073 protein
unc-51-like kinase 2 (C. elegans)
vesicle amine transport protein 1 homolog (T californica)
CGI-58 protein
KIAA0202 protein
leucine carboxyl methyltransferase
matrix metalloproteinase 15 (membrane-inserted)
protein kinase C and casein kinase substrate in neurons 1
KIAA1322 protein
SH3-domain binding protein 5 (BTK-associated)
Homo sapiens cDNA FLJ36515 fis, clone TRACH2001810
Homo sapiens cDNA FLJ13655 fis, clone PLACE1011503
DKFZP434D146 protein
solute carrier family 29 (nucleoside transporters), member 2
KIAA0790 protein
mannosidase, alpha, class 1A, member 1
heme oxygenase (decycling) 1
periplakin
p8 protein (candidate of metastasis 1)
nicotinamide N-methyltransferase
3-phosphoinositide dependent protein kinase-1
ADP-ribosylation factor 4-like
pregnancy-induced growth inhibitor
Wolfram syndrome 1 (wolframin)
Homo sapiens cDNA FLJ10705 fis, clone NT2RP3000850
solute carrier family 6 (neurotransmitter transporter, taurine), member 6
dynein, cytoplasmic, light polypeptide 1
hypothetical protein PP5395
acid sphingomyelinase-like phosphodiesterase
diazepam binding inhibitor (GABA receptor modulator, acyl-Coenzyme A binding protein)
adaptor-related protein complex 1, beta 1 subunit
cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo homolog, Drosophila)
chromosome 20 open reading frame 27
KIAA0153 protein
KIAA0869 protein
solute carrier family 2 (facilitated glucose transporter), member 1
aldolase A, fructose-bisphosphate
peroxiredoxin 1
crystallin, alpha B
hypothetical protein FLJ12389 similar to acetoacetyl-CoA synthetase
tumor endothelial marker 5 precursor
anti-oxidant protein 2 (non-selenium glutathione peroxidase, acidic calcium-independent phospholipase A2)
KIAA0152 gene product
ATPase, Na+/K+ transporting, alpha 1 polypeptide
procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha polypeptide II
SET domain-containing protein 7
glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1)
B-cell translocation gene 1, anti-proliferative
Homo sapiens, clone IMAGE:4711494, mRNA
DKFZP434J214 protein
KIAA0040 gene product
GTPase regulator associated with focal adhesion kinase pp125(FAK)
myotubularin related protein 9
pim-2 oncogene
Rho guanine nucleotide exchange factor (GEF) 4
serologically defined colon cancer antigen 16
tumor protein p53 binding protein, 2
CD7 antigen (p41)
regulator of G-protein signalling 10
exostoses (multiple)-like 1
metallothionein 2A
metallothionein 1G
pre-B-cell leukemia transcription factor 3
Homo sapiens, Similar to RNA helicase-related protein, clone MGC:9246 IMAGE:3892441, mRNA, complete cds
metallothionein 1L
glutamate-ammonia ligase (glutamine synthase)
potassium intermediate/small conductance calcium-activated channel, subfamily N, member 4
POP7 (processing of precursor, S. cerevisiae) homolog
epithelial membrane protein 2
uncharacterized hypothalamus protein HT008
ribosomal protein S6 kinase, 90kDa, polypeptide 1
ornithine decarboxylase antizyme inhibitor
B-cell CLL/lymphoma 3
solute carrier family 3 (activators of dibasic and neutral amino acid transport), member 2
solute carrier family 7 (cationic amino acid transporter, y+ system), member 5
CK2 interacting protein 1; HQ0024c protein
cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 (glaucoma 3, primary infantile)
DKFZP434N014 protein
growth arrest and DNA-damage-inducible, beta
solute carrier family 22 (organic cation transporter), member 5
DKFZP586C1619 protein
methionine adenosyltransferase II, alpha
KIAA1896 protein
alpha-2-glycoprotein 1, zinc
gelsolin (amyloidosis, Finnish type)
glutamine-fructose-6-phosphate transaminase 2
hypothetical protein MGC14433
pescadillo homolog 1, containing BRCT domain (zebrafish)
stress 70 protein chaperone, microsome-associated, 60kDa
endocytic receptor (macrophage mannose receptor family)
pyruvate carboxylase
glutaredoxin (thioltransferase)
tumor suppressor deleted in oral cancer-related 1
bradykinin receptor B2
Homo sapiens mRNA; cDNA DKFZp564O1763 (from clone DKFZp564O1763)
short-chain dehydrogenase/reductase 1
hypothetical protein FLJ23841
E74-like factor 3 (ets domain transcription factor, epithelial-specific )
KIAA0775 gene product
dehydrogenase/reductase (SDR family) member 2
inositol(myo)-1(or 4)-monophosphatase 2
trefoil factor 3 (intestinal)
DKFZP564A2416 protein
fibronectin 1
melanophilin
UDP-N-acteylglucosamine pyrophosphorylase 1
aldo-keto reductase family 1, member C1 (dihydrodiol dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase)
aldo-keto reductase family 1, member C2 (dihydrodiol dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid dehydrogenase, type III)
aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroid dehydrogenase, type II)
poliovirus receptor-related 1 (herpesvirus entry mediator C; nectin)
activator of S phase kinase
CSE1 chromosome segregation 1-like (yeast)
hypothetical protein FLJ10036
methylenetetrahydrofolate dehydrogenase (NADP+ dependent), methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase
N-acylsphingosine amidohydrolase (acid ceramidase) 1
hypothetical protein H41
chromosome 7 open reading frame 14
phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoimidazole succinocarboxamide synthetase
glycogen synthase kinase 3 beta
heat shock 70kDa protein 8
matrix Gla protein
nuclear receptor interacting protein 1
v-myb myeloblastosis viral oncogene homolog (avian)
X-box binding protein 1
anillin, actin binding protein (scraps homolog, Drosophila)
chromosome 20 open reading frame 1
PRO2000 protein
nucleolar protein ANKT
hypothetical protein FLJ10468
transforming, acidic coiled-coil containing protein 3
hypothetical protein DKFZp762E1312
hypothetical protein FLJ10540
kinesin-like 6 (mitotic centromere-associated kinesin)
cyclin B2
lamin B1
serine/threonine kinase 6
topoisomerase (DNA) II alpha 170kDa
dihydrofolate reductase
hypothetical protein FLJ10719
kinetochore associated 1
enhancer of zeste homolog 2 (Drosophila)
KIAA0074 protein
ribonucleotide reductase M1 polypeptide
timeless homolog (Drosophila)
cyclin A2
NIMA (never in mitosis gene a)-related kinase 2
Drosophila discs large-1 tumor supressor-like
epithelial cell transforming sequence 2 oncogene
CDC45 cell division cycle 45-like (S. cerevisiae)
MCM7 minichromosome maintenance deficient 7 (S. cerevisiae)
flap structure-specific endonuclease 1
MCM4 minichromosome maintenance deficient 4 (S. cerevisiae)
polymerase (DNA-directed), alpha (70kD)
proliferating cell nuclear antigen
MCM3 minichromosome maintenance deficient 3 (S. cerevisiae)
hypothetical protein MGC20372
chromatin assembly factor 1, subunit B (p60)
KIAA0841 protein
cell division cycle 2, G1 to S and G2 to M
ribonucleotide reductase M2 polypeptide
thyroid hormone receptor interactor 13
ESTs, Weakly similar to S35458 SNF2 protein homolog - human (fragment) [H.sapiens]
stathmin 1/oncoprotein 18
baculoviral IAP repeat-containing 5 (survivin)
KIAA0101 gene product
ubiquitin-conjugating enzyme E2C
extra spindle poles like 1 (S. cerevisiae)
CDC20 cell division cycle 20 homolog (S. cerevisiae)
pituitary tumor-transforming 1
polo-like kinase (Drosophila)
high-mobility group box 3
translocation protein 1
ZW10 interactor
ribonuclease H2, large subunit
DKFZP434J046 protein
hypothetical protein FLJ10604
thymidine kinase 1, soluble
v-myb myeloblastosis viral oncogene homolog (avian)-like 2
H2A histone family, member X
kallikrein B, plasma (Fletcher factor) 1
nudix (nucleoside diphosphate linked moiety X)-type motif 1
DNA replication factor
frount
HSPC037 protein
DNA (cytosine-5-)-methyltransferase 1
hypothetical protein C321D2.4
hypothetical protein FLJ20452
DKFZP727G051 protein
H4 histone family, member G
Lsm3 protein
CDC28 protein kinase 2
karyopherin alpha 2 (RAG cohort 1, importin alpha 1)
serine/threonine kinase 12
AND-1 protein
topoisomerase (DNA) II binding protein
MCM5 minichromosome maintenance deficient 5, cell division cycle 46 (S. cerevisiae)
BUB1 budding uninhibited by benzimidazoles 1 homolog beta (yeast)
F-box only protein 5
transient receptor potential cation channel, subfamily C, member 3
chromatin assembly factor 1, subunit A (p150)
polymyositis/scleroderma autoantigen 1, 75kDa
cyclin T1
retinoblastoma binding protein 8
replication factor C (activator 1) 3, 38kDa
centromere protein F, 350/400ka (mitosin)
hyaluronan-mediated motility receptor (RHAMM)
chondroitin sulfate proteoglycan 6 (bamacan)
M-phase phosphoprotein 1
DEK oncogene (DNA binding)
RAD21 homolog (S. pombe)
KIAA1641 protein
oxidation resistance 1
SMC4 structural maintenance of chromosomes 4-like 1 (yeast)
aldolase C, fructose-bisphosphate
cathepsin D (lysosomal aspartyl protease)
olfactomedin 1
Homo sapiens cDNA FLJ36808 fis, clone ASTRO2000533
cyclin-dependent kinase 4
WNT1 inducible signaling pathway protein 2
ankyrin repeat and SOCS box-containing 13
maternal embryonic leucine zipper kinase
fer-1-like 3, myoferlin (C. elegans)
stanniocalcin 2
egl nine homolog 2 (C. elegans)
Homo sapiens mRNA; cDNA DKFZp586P1124 (from clone DKFZp586P1124)
thrombospondin 1
hypothetical protein FLJ10483
WEE1+ homolog (S. pombe)
retinoic acid receptor, alpha
alanyl-tRNA synthetase
spectrin, beta, non-erythrocytic 1
stearoyl-CoA desaturase (delta-9-desaturase)
Hydroxysteroid (17-beta) dehydrogenase 12
hypothetical protein MGC3077
BCL2/adenovirus E1B 19kDa interacting protein 3-like
putative ankyrin-repeat containing protein
desmoplakin (DPI, DPII)
DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 24
KIAA0193 gene product
leucine rich repeat (in FLII) interacting protein 1
protein tyrosine phosphatase, receptor type, C-associated protein
asparagine synthetase
HSPC134 protein
zinc finger protein 239
hypoxia-inducible factor 1, alpha subunit (basic helix-loop-helix transcription factor)
complement component 1, s subcomponent
WD40 protein Ciao1
complement component 4B
cysteine-rich with EGF-like domains 1
KIAA0146 protein
fatty acid desaturase 2
discoidin domain receptor family, member 2
protein-O-mannosyltransferase 1
peroxisomal membrane protein 4, 24kDa
chromosome 16 open reading frame 7
lethal giant larvae homolog 2 (Drosophila)
mucin 1, transmembrane
amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer disease)
RAB22A, member RAS oncogene family
ribosomal protein S6 kinase, 90kDa, polypeptide 5
neurobeachin
hypothetical protein BC010522
3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase (hydroxymethylglutaricaciduria)
cervical cancer 1 protooncogene
G antigen 8
DKFZP727C091 protein
hypothetical protein FLJ20345
CDC42 effector protein (Rho GTPase binding) 4
zinc finger protein 261
SOCS box-containing WD protein SWiP-1
amyloid beta precursor protein (cytoplasmic tail) binding protein 2
KIAA0460 protein
thioredoxin interacting protein
CDK5 regulatory subunit associated protein 3
chromosome 12 open reading frame 8
KIAA0882 protein
interleukin 18 binding protein
zinc finger protein
membrane-bound transcription factor protease, site 1
Hypothetical protein FLJ10055
KIAA0620 protein
dystroglycan 1 (dystrophin-associated glycoprotein 1)
hypothetical protein FLJ13114
pyruvate dehydrogenase kinase, isoenzyme 2
regulator of G-protein signalling 16
chromosome 9 open reading frame 3
hypothetical protein FLJ10450
cyclin G1
membrane interacting protein of RGS16
major vault protein
nucleobindin 1
glucuronidase, beta
SMA3
melanoma antigen, family D, 2
hypothetical protein FLJ12750
protein phosphatase 1G (formerly 2C), magnesium-dependent, gamma isoform
matrix metalloproteinase 16 (membrane-inserted)
G protein-coupled receptor
WD repeat domain 10
KIAA0182 protein
cadherin 18, type 2
synaptotagmin I
transducin-like enhancer of split 1 (E(sp1) homolog, Drosophila)
H2B histone family, member C
histidyl-tRNA synthetase-like
KIAA1919 protein
checkpoint suppressor 1
glucosidase, beta; acid (includes glucosylceramidase)
SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 2
translocated promoter region (to activated MET oncogene)
apolipoprotein D
catenin (cadherin-associated protein), delta 2 (neural plakophilin-related arm-repeat protein)
peripheral myelin protein 22
nuclear receptor binding protein
cingulin
protein tyrosine phosphatase, receptor type, F
ATP-binding cassette, sub-family C (CFTR/MRP), member 5
hypothetical protein FLJ14427
putative neuronal cell adhesion molecule
calcium channel, voltage-dependent, beta 3 subunit
MAX dimerization protein 4
DKFZP586D0623 protein
thrombospondin 3
G protein-coupled receptor 30
pogo transposable element with ZNF domain
KIAA1538 protein
B lymphoid tyrosine kinase
ESTs
H2B histone family, member L
H2B histone family, member R
EST, Highly similar to O2B6_HUMAN Olfactory receptor 2B6 (Hs6M1-32) (Olfactory receptor 6-31) (OR6-31) [H.sapiens]
H2B histone family, member B
H2B histone family, member D
H2B histone family, member L
hemoglobin, epsilon 1
H1 histone family, member 2
H2A histone family, member I
myosin, heavy polypeptide 3, skeletal muscle, embryonic
H2A histone family, member L
KIAA1402  protein
KIAA0675 gene product
KIAA0935 protein
RAR-related orphan receptor C
retinoid X receptor, alpha
neural cell adhesion molecule 2
v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene homolog (avian)
Homo sapiens mRNA; cDNA DKFZp586J2118 (from clone DKFZp586J2118)
Homo sapiens cDNA FLJ33142 fis, clone UTERU1000192
v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 (avian)
androgen-induced basic leucine zipper
annexin A6
interferon, gamma-inducible protein 30
laminin, beta 2 (laminin S)
annexin A9
fructose-1,6-bisphosphatase 1
leucine zipper, down-regulated in cancer 1
carnitine palmitoyltransferase II
epoxide hydrolase 1, microsomal (xenobiotic)
cathepsin F
hypothetical protein FLJ20605
KIAA1464 protein
glutathione transferase zeta 1 (maleylacetoacetate isomerase)
WD repeat domain 6
granulin
inhibin, beta B (activin AB beta polypeptide)
transmembrane 7 superfamily member 2
type I transmembrane receptor (seizure-related protein)
DnaJ (Hsp40) homolog, subfamily C, member 4
hypothetical protein FLJ20568
selenium binding protein 1
collagen, type XVIII, alpha 1
cysteine-rich protein 2
carbohydrate (N-acetylglucosamine 6-O) sulfotransferase 4
hepatocyte nuclear factor 4, gamma
KIAA0638 protein
Homo sapiens cDNA: FLJ22189 fis, clone HRC01043
retinoic acid induced 17
KIAA1324 protein
PAP-1 binding protein
ADP-ribosylation factor-like 6 interacting protein
cell division cycle 25B
cellular repressor of E1A-stimulated genes
transducin (beta)-like 1X-linked
ESTs, Weakly similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens]
Homo sapiens , 139 sequence(s)
serine hydroxymethyltransferase 1 (soluble)
damage-specific DNA binding protein 2, 48kDa
hypothetical protein MGC33864
receptor (calcitonin) activity modifying protein 3
testis intracellular mediator protein
synaptic nuclei expressed gene 2
Down syndrome cell adhesion molecule
hypothetical protein FLJ22794
cyclin M3
hypothetical protein DKFZp434C1714
estrogen receptor 1
menage a trois 1 (CAK assembly factor)
carbonic anhydrase XII
solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 regulatory factor 1
Wiskott-Aldrich syndrome protein interacting protein
ADP-ribosylation factor-like 4
FK506 binding protein 8, 38kDa
Rho-related BTB domain containing 3
iroquois homeobox protein 5
solute carrier family 6 (neurotransmitter transporter), member 14
Enah/Vasp-like
aminopeptidase puromycin sensitive
KIAA0450 gene product
KIAA0776 protein
KIAA0738 gene product
KIAA1415 protein
inositol polyphosphate phosphatase-like 1
SMART/HDAC1 associated repressor protein
cytoskeleton associated protein 2
H1 histone family, member 0
SR rich protein
rabconnectin-3
polymerase (DNA directed) iota
hypothetical protein KIAA1335
SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily e, member 1
HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae)
transcription termination factor-like protein
heat shock 70kDa protein 1A
heat shock 70kDa protein 1-like
hypothetical protein FLJ31208
hypothetical protein FLJ10587
zinc finger protein 317
microsomal glutathione S-transferase 1
vitamin A responsive; cytoskeleton related
multiple endocrine neoplasia I
acetylcholinesterase (YT blood group)
BCL2-antagonist/killer 1
BTG family, member 2
protein kinase C, delta
nuclear LIM interactor-interacting factor
ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer-Vogt disease)
KIAA0323 protein
vacuolar proton-ATPase subunit
phosphatidic acid phosphatase type 2C
ATPase, Ca++ transporting, ubiquitous
H3 histone family, member K
interleukin 1 receptor, type I
hypothetical protein FLJ22357 similar to epidermal growth factor receptor-related  protein
KIAA1533 protein
protease, serine, 8 (prostasin)
sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3F
Nedd4 binding protein 3
NS1-associated protein 1
synaptogyrin 2
2'-5'-oligoadenylate synthetase 2, 69/71kDa
uracil-DNA glycosylase 2
cytochrome b-5
interferon induced transmembrane protein 2 (1-8D)
interferon induced transmembrane protein 3 (1-8U)
interferon-stimulated protein, 15 kDa
interferon, alpha-inducible protein 27
solute carrier family 6 (neurotransmitter transporter, creatine), member 8
serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 8
EST
arrestin, beta 2
major histocompatibility complex, class I, C
major histocompatibility complex, class I, A
flotillin 1
lectin, galactoside-binding, soluble, 3 binding protein
major histocompatibility complex, class I, E
proteasome (prosome, macropain) subunit, beta type, 8 (large multifunctional protease 7)
retinoic acid receptor responder (tazarotene induced) 3
ubiquitin-conjugating enzyme E2L 6
TAP binding protein (tapasin)
KIAA1268 protein
myxovirus (influenza virus) resistance 1, interferon-inducible protein p78 (mouse)
Homo sapiens, clone IMAGE:4183312, mRNA, partial cds
2'-5'-oligoadenylate synthetase 3, 100kDa
ESTs, Highly similar to RS27_HUMAN 40S ribosomal protein S27 (Metallopan-stimulin 1) (MPS-1) [H.sapiens]
2'-5'-oligoadenylate synthetase-like
ESTs, Highly similar to IFT2_HUMAN Interferon-induced protein with tetratricopeptide repeats 2
RNA helicase
interferon-induced protein with tetratricopeptide repeats 1
follistatin-like 1
serum-inducible kinase
bullous pemphigoid antigen 1, 230/240kDa
Homo sapiens cDNA: FLJ20944 fis, clone ADSE01780
phosphodiesterase 9A
EAP30 subunit of ELL complex
hypothetical protein PRO1489
L1 cell adhesion molecule (hydrocephalus, stenosis of aqueduct of Sylvius 1, MASA
GATA binding protein 3
HMBA-inducible
phosphoinositide-3-kinase, regulatory subunit, polypeptide 3 (p55, gamma)
regulatory factor X, 5 (influences HLA class II expression)
TRAM-like protein
BCL2 binding component 3
sulfatase FP
ephrin-A1
angiomotin like 2
G protein-coupled receptor 56
colony stimulating factor 1 (macrophage)
lipocalin 2 (oncogene 24p3)
ets homologous factor
aminoacylase 1
ESTs, Highly similar to S22655 translation elongation factor eEF-1 gamma chain - human [H.sapiens]
glyceraldehyde-3-phosphate dehydrogenase
GNAS complex locus
heat shock 90kDa protein 1, beta
small nuclear ribonucleoprotein polypeptide A
eukaryotic translation initiation factor 4A, isoform 1
tubulin, alpha 3
keratin 18
BCL2-associated athanogene 3
fatty acid synthase
bone morphogenetic protein 7 (osteogenic protein 1)
anterior gradient 2 homolog (Xenepus laevis)
lysyl oxidase-like 1
transmembrane protein 2
mitogen-activated protein kinase 13
regulator of G-protein signalling 2, 24kDa
integrin, beta 6
ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast)
wingless-type MMTV integration site family, member 10B
CEGP1 protein
Homo sapiens cDNA: FLJ21550 fis, clone COL06258
cellular retinoic acid binding protein 2
serine protease inhibitor, Kunitz type 1
hypothetical protein PP1044
creatine kinase, mitochondrial 1 (ubiquitous)
hypothetical protein FLJ20315
SH3 and multiple ankyrin repeat domains 2
LIM and cysteine-rich domains 1
zinc finger protein 36, C3H type-like 1
endothelial and smooth muscle cell-derived neuropilin-like protein
slit homolog 2 (Drosophila)
muscleblind-like protein MBLL39
nuclear factor I/A
erythrocyte membrane protein band 4.1-like 1
splicing factor, arginine/serine-rich 6
sorting nexin 2
vav 3 oncogene
zinc finger protein (clone 647)
hypothetical gene supported by AF038182; BC009203

2h 8h 24h 2h 8h 24h 2h 8h 24h 2h 8h 24h 2h 8h 24h 2h 8h 24h

MCF7
EGF

MDA436
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MCF7
U0126
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Supplementary Figure 3.
Hierarchical clustering across all conditions and comparison of expression clusters with
ER status or disease outcome discriminator genes from tumor expression profiles.
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viii

i-viii are regions discussed in the text

ER status
genes

Prognosis
genes

ER status genes:  Gene rank (1-2460) corresponds to the ranked order of discriminator genes reported by van't Veer et al. (2002)
Positive sign of correlation corresponds to a gene that is upregulated in the ER+ tumors compared to the ER- tumors.
Negative sign of correlation corresponds to a gene that is upregulated in the ER- tumors compared to the ER+ tumors.

Prognosis genes  Gene rank (1-231) corresponds to the order of absolute correlation (+ or -) to the average 'good prognosis' profile reported by van't Veer et al. (2002)
Positive sign of correlation corresponds to a gene that is upregulated in the good prognosis (non metastatic) compared to the bad prognosis (metastatic) samples.
Negative sign of correlation corresponds to a gene that is upregulated in the bad prognosis samples compared to the good prognosis samples.


