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ZNF216
STK12
ATP11A
EHD1
MAP2K3
EST
MCL1
PRO0149
CLC
CNK
XPO5
LDLR
EPHA2
IER5
PMAIP1
MYC
SERPINE1
IER3
LIF
COQ4
UP
FLJ12484
KIAA1453
PLAUR
FN14
VEGFC
ESTs
ILKAP
VASP
VIL2
C9orf12
CDC42EP1
ESTs
MADH3
DUSP14
CTGF
JUNB
NR4A1
MAFF
CDK5R1
MFAP3
CEBPB
TMEM4
ESTs
NFIL3
CITED2
HSU84971
IL11
GJB3
COPEB
CDKN1A
IFNGR2
SDCCAG8
GG2-1
EDG5
STX1A
KCNK1
SMTN
CDC42EP2
AHR
MGC4796
B4GALT1
ASE-1
GJA8
LOC84549
SLC20A1
UAP1
EST
KCNK6
RAP1B
UGDH
CAV1
IGF1R
B3GNT1
CCND1
DDT
PHLDA1
RAI3
CSF1
TDPGD
GFPT2
ICAM1
KIAA1046
NFKBIE
NFKB2
B4GALT5
NFKBIA
AGS3
PTGES
DKFZP586C1619
ASNS
XPOT
AP1M1
YARS
STCH
BARX2
B3GAT3
LAK-4P
KIAA0746
GALNT2
S100A9
TCF20
MAP4K3
OKL38
NT5E
MTRF1
ODC1
SERPINE2
TP53BP2
ARHGEF4
ANPEP
VIM
ESTs
ALDH1A3
EST
CSF3
FST
STMN2
CD7
SFRP1
ESM1
GSTTLp28
CALB2
EXTL1
MT2A
MT1E
MT1G
PBX3
MT1L
CTSL
COL4A6
CKTSF1B1
IL1B
CCL3
SMURF2
EFNB2
EREG
IL8
CXCL1
GLUL
HS3ST3A1
HS3ST3B1
BDKRB1
ESTs
ETR101
SGK
FLJ90005
SAT
TSC22
IL6
CCL3
OLR1
EST
GC20
DKFZP564A2416
GLRX
ZFHX1B
GYPC
FN1
MGP
EST
THBS1
HSU15552
E2IG3
FLJ20360
NSAP1
TCOF1
DDEF1
BDKRB2
FLJ21791
ASK
PTPRCAP
KIAA0625
ZFP36L1
MAPK13
SPINT1
RGS2
UBE2N
LMCD1
LOXL1
ITGB6
WNT10B
PRKRIR
TMEM2
ESDN
SLIT2
CEGP1
CKMT1
SFRS6
EST
FLJ20315
MYB
LOC90355
OASL
ISG15
RARA
FLJ10483
WEE1
CRELD1
HMOX1
ELF3
GADD45B
PPL
DDR2
CIAO1
NNMT
SNK
KIAA0146
MBLL39
SCD
FASN
HSPC134
TNFAIP2
HMGCL
MEN1
VAT1
PRSS8
RPL26
SIAT4C
MGST1
JWA
AKR1C1
AKR1C2
PVRL1
AKR1C3
ATP2A3
CKB
FLJ20345
KIAA0447
ARF4L
AD-017
DSIPI
DKFZP586A011
DKFZP586A011
FLJ10450
KIAA0202
KIAA1538
RORC
MAD4
PUNC
PIK3R3
CA12
H2AFL
HARSL
PXMP3
SHMT1
CCNG1
DKFZp564B0769
DKFZp564B0769
RC3
POLI
RHOBTB3
ALAD
RXRA
IL2RA
RDC1
CACNB3
C1orf34
GPRC5C
THBS3
CHES1
C16orf7
FLJ20605
KIAA1464
WDR6
DDB2
DKFZP586D0623
POGZ
MBTPS1
DAG1
PDK2
ERBB2
EST
JTB
APPBP2
KIAA0182
CDK5RAP3
C12orf8
MAGED2
NRBP
IL18BP
ZF5128
WDR10
KIAA0620
KIAA1402
KIAA0882
RGS16
SYNE-2
KIAA0675
KIAA0935
LAMB2
DGCR6L
PVR
FLJ13114
IRX5
KIAA0790
MAP3K3
RNB6
TLE1
PEAS
BARD1
FLJ10252
CDC25B
C9orf3
ABCC5
FLJ14427
EST
LLGL2
CDH18
H2BFB
SYT1
ERBB3
DSCAM
CGN
MGC33864
CTNND2
CNNM3
PTPRF
GPR30
DKFZp434C1714
CD24
FLJ10055
CDC20
CXCL6
SLC9A3R1
MMP16
ESR1
PLK
CARHSP1
WASPIP
BTG2
FLJ22794
KIAA1335
OXR1
EST
TXNIP
NR2F2
PIK3R1
APOD
COL18A1
PMP22
PPM1G
CTSF
FLJ12750
RAMP3
FLOT1
PRex1
GUSB
LGALS3BP
SELENBP1
DNAJC4
TM7SF2
GRN
INHBB
PSK-1
FLJ20568
SMA3
ISGF3G
CRIP2
GSTZ1
LDOC1
NCOA3
MAN1A1
FLJ20538
IFI30
CHST4
HNF4G
NUCB1
CPT2
EPHX1
RARRES3
CDC42EP4
VAV3
ARL4
HIS1
ZNF261
DKFZP727C091
FLJ22087
EST
FLJ20171
HRMT1L1
RAI17
MRPL18
PRKCD
MUC1
PAPA-1
CLIC4
RAB22A
RPS6KA5
ARL6IP
IFIT1
TBL1X
AND-1
KIAA0074
HMGB3
FLJ10540
FBXO5
MCM3
C20orf1
TOP2A
PRO2000
ANKT
KNTC1
STK6
TIMELESS
CKAP2
RAD21
HMMR
LMNB1
H1F0
RRM1
SMC4L1
CENPF
MPHOSPH1
TRPC3
DEK
TOPBP1
ECT2
DKFZp762E1312
KIAA1641
TPR
RIG-I
CREG
IFIT2
HELLS 
XBP1
BIRC5
MCM5
ZWINT
KIAA0101
TK1
STMN1
LOC51659
MYBL2
RNASEH2A
UBE2C
BMP7
CDC45L
FEN1
MCM7
RRM2
SH3BP5
H4FG
AMOTL2
BBC3
KIAA1077
EFNA1
ACY1
GAPD
NRIP1
LOC58500
GHRH

Clone Title
B-cell CLL/lymphoma 3
solute carrier family 3 (activators of dibasic and neutral amino acid transport), member 2
solute carrier family 7 (cationic amino acid transporter, y+ system), member 5
PlSC domain containing hypothetical protein
solute carrier family 16 (monocarboxylic acid transporters), member 3
3'-phosphoadenosine 5'-phosphosulfate synthase 2
NIMA (never in mitosis gene a)-related kinase 6
annexin A1
calcium/calmodulin-dependent serine protein kinase (MAGUK family)
coronin, actin binding protein, 1A
tubulin, gamma 1
Homo sapiens, clone MGC:8772 IMAGE:3862861, mRNA, complete cds
hypothetical protein PP5395
protease, serine, 23
solute carrier family 1 (neutral amino acid transporter), member 5
emopamil binding protein (sterol isomerase)
endocytic receptor (macrophage mannose receptor family)
pyruvate carboxylase
gelsolin (amyloidosis, Finnish type)
4-aminobutyrate aminotransferase
B7 homolog 3
hypothetical protein MGC29643
cervical cancer oncogene 4
ribosomal protein S6 kinase, 90kDa, polypeptide 3
actin, alpha, cardiac muscle
actin, gamma 2, smooth muscle, enteric
adenylate cyclase 9
mitofusin 2
aquaporin 3
CDC42 binding protein kinase beta (DMPK-like)
tumor necrosis factor receptor superfamily, member 11b (osteoprotegerin)
BENE protein
DKFZP564D0764 protein
phosphofructokinase, platelet
syntaxin 4A (placental)
KIAA0555 gene product
ATPase, Na+/K+ transporting, beta 3 polypeptide
transmembrane 4 superfamily member 1
brain abundant, membrane attached signal protein 1
T-cell leukemia, homeobox 3
KIAA1032 protein
protein phosphatase 2C, magnesium-dependent, catalytic subunit
integrin, alpha 5 (fibronectin receptor, alpha polypeptide)
paired basic amino acid cleaving enzyme (furin, membrane associated receptor protein)
galanin
secreted and transmembrane 1
stratifin
enigma (LIM domain protein)
S100 calcium binding protein A11 (calgizzarin)
Homo sapiens cDNA FLJ35698 fis, clone SPLEN2019839, weakly similar to TIPD PROTEIN
integrin beta 4 binding protein
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptide
cell cycle progression 2 protein
sphingomyelin phosphodiesterase 1, acid lysosomal (acid sphingomyelinase)
dual specificity phosphatase 4
RAS, dexamethasone-induced 1
Homo sapiens mRNA; cDNA DKFZp564D016 (from clone DKFZp564D016)
annexin A5
cornichon-like
neuroblastoma, suppression of tumorigenicity 1
uridine monophosphate kinase
arylsulfatase B
excision repair cross-complementing rodent repair deficiency, complementation group 1 (includes overlapping antisense sequence)
nucleoside phosphorylase
translocase of outer mitochondrial membrane 34
ELL-related RNA polymerase II, elongation factor
pleckstrin 2 (mouse) homolog
four and a half LIM domains 2
hypothetical protein PRO0082
bystin-like
hypothetical protein FLJ20244
U3 snoRNP-associated 55-kDa protein
Chimerin (chimaerin) 1
hypothetical protein similar to actin related protein 2/3 complex, subunit 5
reticulon 4
TAF13 RNA polymerase II, TATA box binding protei (TBP)-associated factor, 18kDa
runt-related transcription factor 1 (acute myeloid leukemia 1; aml1 oncogene)
high mobility group AT-hook 1
jun D proto-oncogene
WD repeat domain 1
paxillin
integrin, alpha 6
phosphoprotein enriched in astrocytes 15
claudin 14
integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor)
coronin, actin binding protein, 1C
CTP synthase
serine/threonine kinase 24 (STE20 homolog, yeast)
interleukin 4 receptor
SHB (Src homology 2 domain containing) adaptor protein B
heterogeneous nuclear ribonucleoprotein A/B
prion protein (p27-30) (Creutzfeld-Jakob disease, Gerstmann-Strausler-Scheinker syndrome, fatal familial insomnia)
pseudouridylate synthase 1
ATPase, Na+/K+ transporting, alpha 1 polypeptide
RAB31, member RAS oncogene family
Tubulin, alpha 2
tubulin, beta, 2
adenylyl cyclase-associated protein
CD44 antigen (homing function and Indian blood group system)
histidyl-tRNA synthetase
lysyl oxidase-like 2
calmodulin 2 (phosphorylase kinase, delta)
lactate dehydrogenase A
DKFZP572C163 protein
trefoil factor 1 (breast cancer, estrogen-inducible sequence expressed in)
ESTs
small nuclear ribonucleoprotein polypeptide A'
SNARE protein Ykt6
transglutaminase 2 (C polypeptide, protein-glutamine-gamma-glutamyltransferase)
ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast)
C2f protein
similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN CHROMOSOME IV
eukaryotic translation elongation factor 1 epsilon 1
eukaryotic translation initiation factor 5A
non-metastatic cells 1, protein (NM23A) expressed in
interferon-related developmental regulator 2
nuclear distribution gene C homolog (A. nidulans)
mitochondrial ribosomal protein S23
spermidine synthase
E2IG2 protein
chromosome 14 open reading frame 3
hypoxanthine phosphoribosyltransferase 1 (Lesch-Nyhan syndrome)
homolog of C. elegans smu-1
translocase of outer mitochondrial membrane 40 homolog (yeast)
proteasome (prosome, macropain) 26S subunit, non-ATPase, 2
brain acyl-CoA hydrolase
Homer, neuronal immediate early gene, 2
carboxypeptidase M
solute carrier family 27 (fatty acid transporter), member 4
prefoldin 1
ancient ubiquitous protein 1
ARD1 homolog, N-acetyltransferase (S. cerevisiae)
Sulfotransferase family, cytosolic, 2B, member 1
KIAA0967 protein
milk fat globule-EGF factor 8 protein
S100 calcium binding protein A6 (calcyclin)
BCS1-like (yeast)
Bernardinelli-Seip congenital lipodystrophy 2 (seipin)
prohibitin
Homo sapiens cDNA FLJ35958 fis, clone TESTI2012394
heat shock protein 75
interleukin-1 receptor-associated kinase 1
APMCF1 protein
programmed cell death 5
DKFZP586G1517 protein
ARP3 actin-related protein 3 homolog (yeast)
DKFZP564O0463 protein
BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast)
KIAA1115 protein
integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD29 includes MDF2, MSK12)
catenin (cadherin-associated protein), alpha-like 1
calumenin
cytochrome c
ESTs, Weakly similar to O Chain O, Beta-Galactosidase (Chains I-P) [E.coli]
DKFZP564K247 protein
polymerase I and transcript release factor
exostoses (multiple) 1
ATPase, Ca++ transporting, cardiac muscle, slow twitch 2
SHC (Src homology 2 domain containing) transforming protein 1
ATP-binding cassette, sub-family C (CFTR/MRP), member 3
endothelial PAS domain protein 1
epithelial V-like antigen 1
hypothetical protein MGC14376
proteasome activator 200 kDa
homolog of yeast long chain polyunsaturated fatty acid elongation enzyme 2
RAD23 homolog B (S. cerevisiae)
fatty acid desaturase 1
sec13-like protein
DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 21
KIAA0690 protein
topoisomerase (DNA) I
hypothetical protein FLJ20425
KIAA0185 protein
Homo sapiens, hypothetical protein FLJ21087, clone MGC:21067 IMAGE:4745524, mRNA, complete cds
hypothetical protein FLJ20432
hypothetical protein FLJ20624
DKFZP586F1524 protein
retinoic acid induced 14
insulin receptor tyrosine kinase substrate
laminin, gamma 1 (formerly LAMB2)
adipose specific 2
breast cancer anti-estrogen resistance 1
Snf2-related CBP activator protein
A kinase (PRKA) anchor protein (gravin) 12
squamous cell carcinoma antigen recognized by T cell
Homo sapiens mRNA; cDNA DKFZp586F2224 (from clone DKFZp586F2224)
peptidylprolyl isomerase F (cyclophilin F)
tissue factor pathway inhibitor 2
hypothetical protein MGC17921
development and differentiation enhancing factor 2
serologically defined colon cancer antigen 16
KIAA0970 protein
adenosine monophosphate deaminase 2 (isoform L)
CGI-86 protein
hexokinase 2
Ras and Rab interactor 1
hypothetical protein LOC90850
mitogen-activated protein kinase kinase kinase kinase 4
serine threonine kinase 39 (STE20/SPS1 homolog, yeast)
LIM domain only 7
stanniocalcin 1
integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 receptor)
podocalyxin-like
CD68 antigen
guanine nucleotide binding protein (G protein), beta polypeptide 2
quiescin Q6
H2B histone family, member Q
nucleolar protein family A, member 3 (H/ACA small nucleolar RNPs)
GM2 ganglioside activator protein
hypothetical protein FLJ22649 similar to signal peptidase SPC22/23
uncharacterized hematopoietic stem/progenitor cells protein MDS026
tissue inhibitor of metalloproteinase 1 (erythroid potentiating activity, collagenase inhibitor)
GPI-anchored metastasis-associated protein homolog
potassium intermediate/small conductance calcium-activated channel, subfamily N, member 4
sialyltransferase 4A (beta-galactosidase alpha-2,3-sialytransferase)
ATP-binding cassette, sub-family E (OABP), member 1
hypothetical protein FLJ10774
hypothetical protein FLJ20421
v-ral simian leukemia viral oncogene homolog B (ras related; GTP binding protein)
chaperonin containing TCP1, subunit 6A (zeta 1)
proteasome (prosome, macropain) 26S subunit, non-ATPase, 12
hypothetical protein FLJ11210
lysyl-tRNA synthetase
importin 4
EBNA1 binding protein 2
integrin, beta 5
sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C
heat shock 60kDa protein 1 (chaperonin)
KIAA0633 protein
heat shock 70kDa protein 8
neuropilin 1
carbonic anhydrase II
valyl-tRNA synthetase 2
CK2 interacting protein 1; HQ0024c protein
fatty acid desaturase 3
follistatin-like 3 (secreted glycoprotein)
cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 (glaucoma 3, primary infantile)
thioredoxin reductase 1
ladinin 1
matrix metalloproteinase 9 (gelatinase B, 92kDa gelatinase, 92kDa type IV collagenase)
phosphomannomutase 2
transmembrane, prostate androgen induced RNA
S100 calcium binding protein A13
activating transcription factor 3
arachidonate 12-lipoxygenase pseudogene 2
one cut domain, family member 1
claudin 4
docking protein 1, 62kDa (downstream of tyrosine kinase 1)
inositol 1,4,5-trisphosphate 3-kinase C
lipin 1
KIAA1577 protein
mitogen-activated protein kinase kinase kinase 14
vinculin
transition protein 1 (during histone to protamine replacement)
BCL2-associated athanogene 3
methionine adenosyltransferase II, alpha
activity-regulated cytoskeleton-associated protein
plasminogen activator, urokinase
Niemann-Pick disease, type C1
sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4B
B-cell CLL/lymphoma 10
tumor necrosis factor receptor superfamily, member 10b
zinc finger protein 216
serine/threonine kinase 12
ATPase, Class VI, type 11A
EH-domain containing 1
mitogen-activated protein kinase kinase 3
Homo sapiens cDNA FLJ25593 fis, clone JTH12671, highly similar to Homo sapiens mRNA for putative secreted ligand (fjx1 gene homologue)
myeloid cell leukemia sequence 1 (BCL2-related)
PRO0149 protein
cardiotrophin-like cytokine; neurotrophin-1/B-cell stimulating factor-3
cytokine-inducible kinase
exportin 5
low density lipoprotein receptor (familial hypercholesterolemia)
EphA2
immediate early response 5
phorbol-12-myristate-13-acetate-induced protein 1
v-myc myelocytomatosis viral oncogene homolog (avian)
serine (or cysteine) proteinase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1
immediate early response 3
leukemia inhibitory factor (cholinergic differentiation factor)
CGI-92 protein
Homo sapiens cDNA FLJ38848 fis, clone MESAN2008334, highly similar to URIDINE PHOSPHORYLASE (EC 2.4.2.3)
hypothetical protein FLJ12484
KIAA1453 protein
plasminogen activator, urokinase receptor
type I transmembrane protein Fn14
vascular endothelial growth factor C
Homo sapiens mRNA; cDNA DKFZp564E2222 (from clone DKFZp564E2222)
integrin-linked kinase-associated serine/threonine phosphatase 2C
vasodilator-stimulated phosphoprotein
villin 2 (ezrin)
chromosome 9 open reading frame 12
CDC42 effector protein (Rho GTPase binding) 1
Homo sapiens mRNA for FLJ00066 protein, partial cds
MAD, mothers against decapentaplegic homolog 3 (Drosophila)
dual specificity phosphatase 14
connective tissue growth factor
jun B proto-oncogene
nuclear receptor subfamily 4, group A, member 1
v-maf musculoaponeurotic fibrosarcoma oncogene homolog F (avian)
cyclin-dependent kinase 5, regulatory subunit 1 (p35)
microfibrillar-associated protein 3
CCAAT/enhancer binding protein (C/EBP), beta
transmembrane protein 4
Homo sapiens mRNA; cDNA DKFZp586N012 (from clone DKFZp586N012)
nuclear factor, interleukin 3 regulated
Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2
fetal hypothetical protein
interleukin 11
gap junction protein, beta 3, 31kDa (connexin 31)
core promoter element binding protein
cyclin-dependent kinase inhibitor 1A (p21, Cip1)
interferon gamma receptor 2 (interferon gamma transducer 1)
serologically defined colon cancer antigen 8
TNF-induced protein
endothelial differentiation, sphingolipid G-protein-coupled receptor, 5
syntaxin 1A (brain)
potassium channel, subfamily K, member 1
smoothelin
CDC42 effector protein (Rho GTPase binding) 2
aryl hydrocarbon receptor
hypothetical protein MGC4796
UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1
CD3-epsilon-associated protein; antisense to ERCC-1
gap junction protein, alpha 8, 50kDa (connexin 50)
RNA binding protein
solute carrier family 20 (phosphate transporter), member 1
UDP-N-acteylglucosamine pyrophosphorylase 1
Homo sapiens cDNA: FLJ21897 fis, clone HEP03447, highly similar to AF052178 Homo sapiens clone 24523 mRNA sequence
potassium channel, subfamily K, member 6
RAP1B, member of RAS oncogene family
UDP-glucose dehydrogenase
caveolin 1, caveolae protein, 22kDa
insulin-like growth factor 1 receptor
UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 1
cyclin D1 (PRAD1: parathyroid adenomatosis 1)
D-dopachrome tautomerase
pleckstrin homology-like domain, family A, member 1
retinoic acid induced 3
colony stimulating factor 1 (macrophage)
dTDP-D-glucose 4,6-dehydratase
glutamine-fructose-6-phosphate transaminase 2
intercellular adhesion molecule 1 (CD54), human rhinovirus receptor
KIAA1046 protein
nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, epsilon
nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100)
UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 5
nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, alpha
likely ortholog of rat activator of G-protein signaling 3
prostaglandin E synthase
DKFZP586C1619 protein
asparagine synthetase
Exportin, tRNA (nuclear export receptor for tRNAs)
adaptor-related protein complex 1, mu 1 subunit
tyrosyl-tRNA synthetase
stress 70 protein chaperone, microsome-associated, 60kDa
BarH-like homeobox 2
beta-1,3-glucuronyltransferase 3 (glucuronosyltransferase I)
expressed in activated T/LAK lymphocytes
KIAA0746 protein
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2)
S100 calcium binding protein A9 (calgranulin B)
transcription factor 20 (AR1)
mitogen-activated protein kinase kinase kinase kinase 3
pregnancy-induced growth inhibitor
5'-nucleotidase, ecto (CD73)
mitochondrial translational release factor 1
ornithine decarboxylase 1
serine (or cysteine) proteinase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 2
tumor protein p53 binding protein, 2
Rho guanine nucleotide exchange factor (GEF) 4
alanyl (membrane) aminopeptidase (aminopeptidase N, aminopeptidase M, microsomal aminopeptidase, CD13, p150)
vimentin
Homo sapiens mRNA; cDNA DKFZp434P228 (from clone DKFZp434P228)
aldehyde dehydrogenase 1 family, member A3
EST
colony stimulating factor 3 (granulocyte)
follistatin
stathmin-like 2
CD7 antigen (p41)
secreted frizzled-related protein 1
endothelial cell-specific molecule 1
glutathione-S-transferase like; glutathione transferase omega
calbindin 2, 29kDa (calretinin)
exostoses (multiple)-like 1
metallothionein 2A
Homo sapiens, Similar to RNA helicase-related protein, clone MGC:9246 IMAGE:3892441, mRNA, complete cds
metallothionein 1G
pre-B-cell leukemia transcription factor 3
metallothionein 1L
cathepsin L
collagen, type IV, alpha 6
cysteine knot superfamily 1, BMP antagonist 1
interleukin 1, beta
chemokine (C-C motif) ligand 3
E3 ubiquitin ligase SMURF2
ephrin-B2
epiregulin
interleukin 8
chemokine (C-X-C motif) ligand 1 (melanoma growth stimulating activity, alpha)
glutamate-ammonia ligase (glutamine synthase)
heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1
heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1
bradykinin receptor B1
Homo sapiens mRNA; cDNA DKFZp434D0818 (from clone DKFZp434D0818)
immediate early protein
serum/glucocorticoid regulated kinase
Hypothetical protein FLJ90005
spermidine/spermine N1-acetyltransferase
transforming growth factor beta-stimulated protein TSC-22
interleukin 6 (interferon, beta 2)
chemokine (C-C motif) ligand 3
oxidised low density lipoprotein (lectin-like) receptor 1
Homo sapiens, clone IMAGE:4711494, mRNA
translation factor sui1 homolog
DKFZP564A2416 protein
glutaredoxin (thioltransferase)
zinc finger homeobox 1b
glycophorin C (Gerbich blood group)
fibronectin 1
matrix Gla protein
Homo sapiens mRNA; cDNA DKFZp586P1124 (from clone DKFZp586P1124)
thrombospondin 1
acidic 82 kDa protein mRNA
putative nucleotide binding protein, estradiol-induced
hypothetical protein FLJ20360
NS1-associated protein 1
Treacher Collins-Franceschetti syndrome 1
development and differentiation enhancing factor 1
bradykinin receptor B2
hypothetical protein FLJ21791
activator of S phase kinase
protein tyrosine phosphatase, receptor type, C-associated protein
KIAA0625 protein
zinc finger protein 36, C3H type-like 1
mitogen-activated protein kinase 13
serine protease inhibitor, Kunitz type 1
regulator of G-protein signalling 2, 24kDa
ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast)
LIM and cysteine-rich domains 1
lysyl oxidase-like 1
integrin, beta 6
wingless-type MMTV integration site family, member 10B
protein-kinase, interferon-inducible double stranded RNA dependent inhibitor, repressor of (P58 repressor)
transmembrane protein 2
endothelial and smooth muscle cell-derived neuropilin-like protein
slit homolog 2 (Drosophila)
CEGP1 protein
creatine kinase, mitochondrial 1 (ubiquitous)
splicing factor, arginine/serine-rich 6
Homo sapiens cDNA: FLJ21550 fis, clone COL06258
hypothetical protein FLJ20315
v-myb myeloblastosis viral oncogene homolog (avian)
hypothetical gene supported by AF038182; BC009203
2'-5'-oligoadenylate synthetase-like
interferon-stimulated protein, 15 kDa
retinoic acid receptor, alpha
hypothetical protein FLJ10483
WEE1+ homolog (S. pombe)
cysteine-rich with EGF-like domains 1
heme oxygenase (decycling) 1
E74-like factor 3 (ets domain transcription factor, epithelial-specific )
growth arrest and DNA-damage-inducible, beta
periplakin
discoidin domain receptor family, member 2
WD40 protein Ciao1
nicotinamide N-methyltransferase
serum-inducible kinase
KIAA0146 protein
muscleblind-like protein MBLL39
stearoyl-CoA desaturase (delta-9-desaturase)
fatty acid synthase
HSPC134 protein
tumor necrosis factor, alpha-induced protein 2
3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase (hydroxymethylglutaricaciduria)
multiple endocrine neoplasia I
vesicle amine transport protein 1 homolog (T californica)
protease, serine, 8 (prostasin)
ribosomal protein L26
sialyltransferase 4C (beta-galactosidase alpha-2,3-sialytransferase)
microsomal glutathione S-transferase 1
vitamin A responsive; cytoskeleton related
aldo-keto reductase family 1, member C1 (dihydrodiol dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase)
aldo-keto reductase family 1, member C2 (dihydrodiol dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid dehydrogenase, type III)
poliovirus receptor-related 1 (herpesvirus entry mediator C; nectin)
aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroid dehydrogenase, type II)
ATPase, Ca++ transporting, ubiquitous
creatine kinase, brain
hypothetical protein FLJ20345
KIAA0447 gene product
ADP-ribosylation factor 4-like
glycosyltransferase AD-017
delta sleep inducing peptide, immunoreactor
cervical cancer 1 protooncogene
cervical cancer 1 protooncogene
hypothetical protein FLJ10450
KIAA0202 protein
KIAA1538 protein
RAR-related orphan receptor C
MAX dimerization protein 4
putative neuronal cell adhesion molecule
phosphoinositide-3-kinase, regulatory subunit, polypeptide 3 (p55, gamma)
carbonic anhydrase XII
H2A histone family, member L
histidyl-tRNA synthetase-like
peroxisomal membrane protein 3, 35kDa (Zellweger syndrome)
serine hydroxymethyltransferase 1 (soluble)
cyclin G1
SR rich protein
SR rich protein
rabconnectin-3
polymerase (DNA directed) iota
Rho-related BTB domain containing 3
aminolevulinate, delta-, dehydratase
retinoid X receptor, alpha
interleukin 2 receptor, alpha
G protein-coupled receptor
calcium channel, voltage-dependent, beta 3 subunit
chromosome 1 open reading frame 34
Homo sapiens, Similar to G protein-coupled receptor, family C, group 5, member C, clone MGC:10304 IMAGE:3622005, mRNA, complete cds
thrombospondin 3
checkpoint suppressor 1
chromosome 16 open reading frame 7
hypothetical protein FLJ20605
KIAA1464 protein
WD repeat domain 6
damage-specific DNA binding protein 2, 48kDa
DKFZP586D0623 protein
pogo transposable element with ZNF domain
membrane-bound transcription factor protease, site 1
dystroglycan 1 (dystrophin-associated glycoprotein 1)
pyruvate dehydrogenase kinase, isoenzyme 2
v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene homolog (avian)
Homo sapiens mRNA; cDNA DKFZp586J2118 (from clone DKFZp586J2118)
jumping translocation breakpoint
amyloid beta precursor protein (cytoplasmic tail) binding protein 2
KIAA0182 protein
CDK5 regulatory subunit associated protein 3
chromosome 12 open reading frame 8
melanoma antigen, family D, 2
nuclear receptor binding protein
interleukin 18 binding protein
zinc finger protein
WD repeat domain 10
KIAA0620 protein
KIAA1402  protein
KIAA0882 protein
regulator of G-protein signalling 16
synaptic nuclei expressed gene 2
KIAA0675 gene product
KIAA0935 protein
laminin, beta 2 (laminin S)
DiGeorge syndrome critical region gene 6-like
poliovirus receptor
hypothetical protein FLJ13114
iroquois homeobox protein 5
KIAA0790 protein
mitogen-activated protein kinase kinase kinase 3
RNB6
transducin-like enhancer of split 1 (E(sp1) homolog, Drosophila)
testis intracellular mediator protein
BRCA1 associated RING domain 1
hypothetical protein FLJ10252
cell division cycle 25B
chromosome 9 open reading frame 3
ATP-binding cassette, sub-family C (CFTR/MRP), member 5
hypothetical protein FLJ14427
Homo sapiens cDNA FLJ33142 fis, clone UTERU1000192
lethal giant larvae homolog 2 (Drosophila)
cadherin 18, type 2
H2B histone family, member B
synaptotagmin I
v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 (avian)
Down syndrome cell adhesion molecule
cingulin
hypothetical protein MGC33864
catenin (cadherin-associated protein), delta 2 (neural plakophilin-related arm-repeat protein)
cyclin M3
protein tyrosine phosphatase, receptor type, F
G protein-coupled receptor 30
hypothetical protein DKFZp434C1714
CD24 antigen (small cell lung carcinoma cluster 4 antigen)
Hypothetical protein FLJ10055
CDC20 cell division cycle 20 homolog (S. cerevisiae)
chemokine (C-X-C motif) ligand 6 (granulocyte chemotactic protein 2)
solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 regulatory factor 1
matrix metalloproteinase 16 (membrane-inserted)
estrogen receptor 1
polo-like kinase (Drosophila)
calcium regulated heat stable protein 1, 24kDa
Wiskott-Aldrich syndrome protein interacting protein
BTG family, member 2
hypothetical protein FLJ22794
hypothetical protein KIAA1335
oxidation resistance 1
Homo sapiens cDNA FLJ36515 fis, clone TRACH2001810
thioredoxin interacting protein
Homo sapiens cDNA: FLJ22189 fis, clone HRC01043
phosphoinositide-3-kinase, regulatory subunit, polypeptide 1 (p85 alpha)
apolipoprotein D
collagen, type XVIII, alpha 1
peripheral myelin protein 22
protein phosphatase 1G (formerly 2C), magnesium-dependent, gamma isoform
cathepsin F
hypothetical protein FLJ12750
receptor (calcitonin) activity modifying protein 3
flotillin 1
KIAA1415 protein
glucuronidase, beta
lectin, galactoside-binding, soluble, 3 binding protein
selenium binding protein 1
DnaJ (Hsp40) homolog, subfamily C, member 4
transmembrane 7 superfamily member 2
granulin
inhibin, beta B (activin AB beta polypeptide)
type I transmembrane receptor (seizure-related protein)
hypothetical protein FLJ20568
SMA3
interferon-stimulated transcription factor 3, gamma 48kDa
cysteine-rich protein 2
glutathione transferase zeta 1 (maleylacetoacetate isomerase)
leucine zipper, down-regulated in cancer 1
nuclear receptor coactivator 3
mannosidase, alpha, class 1A, member 1
Homo sapiens cDNA FLJ13765 fis, clone PLACE4000128, weakly similar to Mus musculus putative transcription factor mRNA
interferon, gamma-inducible protein 30
carbohydrate (N-acetylglucosamine 6-O) sulfotransferase 4
hepatocyte nuclear factor 4, gamma
nucleobindin 1
carnitine palmitoyltransferase II
epoxide hydrolase 1, microsomal (xenobiotic)
retinoic acid receptor responder (tazarotene induced) 3
CDC42 effector protein (Rho GTPase binding) 4
vav 3 oncogene
ADP-ribosylation factor-like 4
HMBA-inducible
zinc finger protein 261
DKFZP727C091 protein
hypothetical protein FLJ22087
Homo sapiens cDNA FLJ13655 fis, clone PLACE1011503
hypothetical protein FLJ20171
HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae)
retinoic acid induced 17
mitochondrial ribosomal protein L18
protein kinase C, delta
mucin 1, transmembrane
PAP-1 binding protein
chloride intracellular channel 4
RAB22A, member RAS oncogene family
ribosomal protein S6 kinase, 90kDa, polypeptide 5
ADP-ribosylation factor-like 6 interacting protein
interferon-induced protein with tetratricopeptide repeats 1
transducin (beta)-like 1X-linked
AND-1 protein
KIAA0074 protein
high-mobility group box 3
hypothetical protein FLJ10540
F-box only protein 5
MCM3 minichromosome maintenance deficient 3 (S. cerevisiae)
chromosome 20 open reading frame 1
topoisomerase (DNA) II alpha 170kDa
PRO2000 protein
nucleolar protein ANKT
kinetochore associated 1
serine/threonine kinase 6
timeless homolog (Drosophila)
cytoskeleton associated protein 2
RAD21 homolog (S. pombe)
hyaluronan-mediated motility receptor (RHAMM)
lamin B1
H1 histone family, member 0
ribonucleotide reductase M1 polypeptide
SMC4 structural maintenance of chromosomes 4-like 1 (yeast)
centromere protein F, 350/400ka (mitosin)
M-phase phosphoprotein 1
transient receptor potential cation channel, subfamily C, member 3
DEK oncogene (DNA binding)
topoisomerase (DNA) II binding protein
epithelial cell transforming sequence 2 oncogene
hypothetical protein DKFZp762E1312
KIAA1641 protein
translocated promoter region (to activated MET oncogene)
RNA helicase
cellular repressor of E1A-stimulated genes
Interferon-induced protein with tetratricopeptide repeats 2
helicase, lymphoid-specific
X-box binding protein 1
baculoviral IAP repeat-containing 5 (survivin)
MCM5 minichromosome maintenance deficient 5, cell division cycle 46 (S. cerevisiae)
ZW10 interactor
KIAA0101 gene product
thymidine kinase 1, soluble
stathmin 1/oncoprotein 18
HSPC037 protein
v-myb myeloblastosis viral oncogene homolog (avian)-like 2
ribonuclease H2, large subunit
ubiquitin-conjugating enzyme E2C
bone morphogenetic protein 7 (osteogenic protein 1)
CDC45 cell division cycle 45-like (S. cerevisiae)
flap structure-specific endonuclease 1
MCM7 minichromosome maintenance deficient 7 (S. cerevisiae)
ribonucleotide reductase M2 polypeptide
SH3-domain binding protein 5 (BTK-associated)
H4 histone family, member G
angiomotin like 2
BCL2 binding component 3
sulfatase FP
ephrin-A1
aminoacylase 1
glyceraldehyde-3-phosphate dehydrogenase
nuclear receptor interacting protein 1
zinc finger protein (clone 647)
growth hormone releasing hormone
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Supplementary Figure 2.
Hierarchical clustering of genes regulated in kinase signaling.
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i-v are regions discussed in the text


