Supplementary Figure 1.
Hierarchical clustering of hormonally regulated genes.

i-vii are regions discussed in the text
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s 3821 RA3444 NBEA nourobeachin
980220 Hi7130 CTNND2 Gatonin (cacherin-assaciated protein), dela 2 (neural plakophiln-related arm-repeat protein)
923131 AAISGAG0  KIFC3 kinesin famiy member G
045207 AlDS9120  KIAAI3S ootz prten KIART335
990410 Alo28353  KIAAOBE: KiAAoBE2
o75799  ARGT2020  PRSSS protease, serine, 8 (prostasin)
983575 AAIBEE?  KIAATSGS KiAA1533 protei
9233050  AASTS209  SPINTT serine proteass nhibitor, Kunitz type 1
15.57988 W69154 FLJ22357 hypothetical protein FLJ22357 similar to epidermal growth factor receptor-related protein
990291 AMISse2  LAMB? Taminin, beta 2 (laminin S)
533481 T66730 SELENBP1 selenium binding protein 1
o75736  AMSNTS  APOD apolipoprotein
6634 AAOBez02  EST o Sapiens GONA 22547 s one HS00350
0154495 N63940 ACHE acetyichainesterase (VT biood group)
/5541 ARBSTSI2  ATR2A3  Caxs iransporing, ubiauiovs
9206049 AASGZ246 5 n
3194660  Alo37385 e id.ipofuscinosis, neuronal 3, juvenile (Batten, Spiemeyer-Vogt disease)
o180577  AWOS163  GAN granuin
21735, AAG3IAZE  INHEB iAhibi, beta B (activn AB e poypepie)
o247 AWori720  PPAPZC phosphatide acd phosphat
945231 A7 LDOCT e S dotmeaied it bancr 1
o170022  Ruze1s SLCoA1 soltecar amiy & Godumydrogen exchanger. isfom 1 (aniportr Na, amlorid seniive)
946801 AAII0506  NSAPT NS1-associated protei
5097 o186 SYNGR2 Symnai
9301685 AAIBSZ8  KIAAGGZ0 KIAR0G30 profein
o75309.  AAZr0r2  INPPLY inositol polyphosphate phosphatase-ii 1
84245 T06987 SHARP SMART/HBAC associated repressor prtein
025351 46202 iRXs iroquois homeobox protein
54996 ARTOZSS  DKEZPSGADIG0  puiiv ankyriniopeal conianing proten
015250 Al7icad  BAGS B2 assoclated athan:
S340024  Wi5297 RALB vralsimian loukemia v oncugens Homolog B (ras related; GTP binding protein)
o201672  AlS2aees  ARLS ADP bosyaton faciorike &
9285313  AAOSSS85  COPEB core promoter slement binding protein
0343086 54550 LOC140267 Hypolnelcal protein 80010523
9132055 AAdGSES7  BNIPAL BCL2ladenovius 1B 19kDa interacting protein 3-ike
5151406 S48 ULke e 5tike inase 2 (C. legans)
s241471  Reoozs ANB6
o75137  AAOTEBS  KIAROISS KRR 193 gone product
9155086 o3240 DDX24 DEAD/H (Asp- Gl Ala-AsplHis) box polypepide 24
9349499 H089 oS desmoplakin (OP, D
9337761  AAOTSES2  DDIT3 DNAdamage-ndiible ranscript 3
sz MO KOS KIARO146 protein
983190 50323 FASN fatty acid synihase

S.65114 AA664179 KAT18 keratin 18




