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6006741_Giardia_intestinalis ------------------------------------MS---GKGKGKG------YGK-SK-----------RHSKEKDTLGGITKPAIRRLARRGGVKR-ISSTIYQQTREVLKAFLEVV
532583_Entamoeba_histolytica ------------------------------------MATDTGSGRGKGGKGV-TLGKGSKGAKASKGGKRIRTKTQQDALKGITKPAIRRLARRGGVKR-INGAVYDETRNVLKQFLEQV

1708779_Blepharisma_japonicum -------------------------------------------------KG---LGKVG--------AKKRHRRVIRENNQGITKPAIRRLARRGGVKRTLSGLVYDETRNVLKVFLESV
1708778_Blepharisma_japonicum -------------------------------------------------KG---LGKVG--------AKKRHRRVIRENIQGITKPAIRRLARRGGVKRTLSGLVYDETRNVLKVFLENV
2851582_Blepharisma_japonicum -----------------------------------------GGKGGKGGKG---LGKVG--------AKKRHRRVIRENIQGITKPAIRRLARRGGVKRTLSGLVYDETRNVLKVFLENV
70777_Tetrahymena_pyriformis ------------------------------------------AG-GKGGKG---MGKVG--------AKRHSRKSNKASIEGITKPAIRRLARRGGVKR-ISSFIYDDSRQVLKSFLENV

10815_Tetrahymena_thermophila -----------------------------------------MAG-GKGGKG---MGKVG--------AKRHSRKSNKASIEGITKPAIRRLARRGGVKR-ISSFIYDDSRQVLKSFLENV
122100_Stylonychia_lemnae -----------------------------------------MAGRGKVGKG---YGKVG--------AKRHTKKSLKETIMGITKPAIRRLARRGGVKR-ISSLIYEETRNVLRSFLENV
102411_Stylonychia_lemnae MSENFKSSNRITNLRRFVNNSSLYKDPPSVNQQQFHKLINQMAGRGKVGKG---YGKVG--------AKRHTKKSLKETIMGITKPAIRRLARRGGVKR-ISSLIYEETRNVLRSFLENV
1763310_Euplotes_crassus -----------------------------------------MPGRGKGGKGGKGYGKVG--------AKRHAKKALRETILGVTKPAIRRLARRGGVKR-ISSLVYEETRAVLKGFLESV

11418829_Homo_sapiens ---------------MLFSIRSAKFVFKELFQFIPSTAIGIMSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
1731927_Anopheles_gambiae -----------------------------------------MSGRGKGGKGL---GKGG---------ARRHRKVLRDNIQGTTKPAIRRLARRGGVKR-ISGLIYEERRGVLKVFLENV

1493813_Gallus_gallus -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
32097_Homo_sapiens -----------------------------------------MSGCGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRXARRGGVKR-ISGLIYEETRGVLKVFLENV
51311_Mus_musculus -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

11418843_Homo_sapiens ------MRVFSLHLGPNSRHIRILPSLVFQIFAAIFVGVLVMSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
70762_Bos_taurus ------------------------------------------SGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

1070598_Homo_sapiens -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
12847763_Mus_musculus -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
1883026_Diprion_pini -----------------------------------------MTGRGKGGKGL---GKGG---------ANGHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENA
1883030_Diprion_pini -----------------------------------------MTGRGKGGKGL---GKGG---------KR-HRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

1883034_Diadromus_pulchellus -----------------------------------------MTGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFWQNV
10616_Tigriopus_californicus -----------------------------------------MTGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

1883001_Apis_mellifera -----------------------------------------MTGRGKGGKGL---GKGG---------AKRHRKVLGDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
1885348_Trichogramma_cacoeciae -----------------------------------------MTGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISSLIYEETRGVLKVFLENV

1883028_Diprion_pini -----------------------------------------MTGRGKGGKGL---GKGG---------AKRHRKAVRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
10953803_Schistosoma_mansoni -------------------------------------------GRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

122092_Emericella_nidulans -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKILRDNIQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGV
122099_Neurospora_crassa -----------------------------------------MTGRGKGGKGL---GKGG---------AKRHRKILRDNIQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGV

122094_Emericella_nidulans -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKILRDNIQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKSFLESV
122103_Schizosaccharomyces_pom -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKILRDNIQGITKPAIRRLARRGGVKR-ISALVYEETRAVLKLFLENV
122107_Saccharomyces_cerevisia -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKILRDNIQGITKPAIRRLARRGGVKR-ISGLIYEEVRAVLKSFLESV

11121217_Mortierella_alpina -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKILRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRSVLKVFLENV
1742927_Agaricus_bisporus -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKILRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENV

484442_Styela_plicata -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
166311_Acropora_formosa -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKILRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

12845285_Mus_musculus -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPVIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
7504327_Caenorhabditis_elegans --------------------------MSFLHLTCESSTESTMSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

70768_Psammechinus_miliaris ------------------------------------------SGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
103587_Pisaster_brevispinus -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

3881586_Caenorhabditis_elegans -----------------------------------------MSGRGKGGKGV---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
10339_Solaster_stimpsoni -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

3287225_Paracentrotus_lividus -------------------------------------------GRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV
1177238_Ascaris_lumbricoides -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRSVLKVFLENV

1183935_Physarum_polycephalum -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISKTIYEETRGVLKTFLENV
122101_Physarum_polycephalum -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISNTIYEETRGVLKTFLENV

122105_Volvox_carteri -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRTVLKNFLENV
1708110_Chlamydomonas_reinhard -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRTVLKTFLENV
1360628_Trichomonas_vaginalis -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVMRENIQGITKPAIRRLARRGGVKR-ISGDIYEEVRGVLRHFLENV

297152_Lycopersicon_esculentum -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENV
6006733_Mastigamoeba_balamuthi -----------------------------------------MTGRGKGGKVLSLGGKGGK-------GAKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

70772_Triticum_aestivum ------------------------------------------SGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENV
12039318_Oryza_sativa -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENV

1806283_Sesbania_rostrata -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLAKRGGVKR-ISGLIYEETRGVLKIFLENV
170747_Triticum_aestivum -----------------------------------------MSGRDKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENV

886740_Zea_mays -----------------------------------------MSGRGKGGKGL---GKGA---------RKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVRKIFLENV
515377_Lolium_temulentum -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENV

663070_Pyrenomonas_salina -----------------------------------------MSGRGKGGKGL---GKGG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRSVLKVFLENV
11418851_Homo_sapiens -----------------------------------------MSVRGKAGKGL---GKGG---------AKCHRKVLSDNIQGITKCTIRRLARHGGVKR-ILGLIYEETRRVFKVFLENV
12854993_Mus_musculus -------------------RSRPSSYIKDRLSALTPFSILPKTCRVAAREEK-AWAKRG---------AKRHRKVLRDNIQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENV

13794442_Nucleomorph_Guillardi ----------------------------------------MTVGKGKVGKGL---GKRG---------TKRHKKVLRDSIQGITKPAIRRLARRGGVKR-ISGLIYEETKIVLKLFLENV
11022579_Leishmania_major ------------------------------------------MAKGKRSTDA----KGS---------QRRQKKVLRDNIRGITRGCVRRMARRGGVKR-ISSEVYEEVRRVLKAYVEDI
9757047_Leishmania_major -----------------------------------------TMAKGKRSTDA----KGS---------QRRQKKVLRDNIRGITRGCVRRMARRGGVKR-ISSEVYEEVRRVLKAYVEDI

2222686_Leishmania_infantum ------------------------------------------MAKGKRSTDA----KGS---------QRRQKKVLRDNIRGITRGCVRRMARRGGVKR-ISTEVYEEVRRVLKAYVEDI
2222684_Leishmania_infantum ------------------------------------------MAKGKRSTDA----KGS---------QRRQKKVLRDNIRGITRGCVRRMARRGGVKR-ISTEVYEEVRRVLKAYVEDI

5738233_Leishmania_tarentolae ------------------------------------------MAKGKRSADA----KGS---------QKRQKKVLRDNIRGITRGCVRRMARRGGVKR-ISSEIYEEVRRVLKAYVEDI
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6006741_Giardia_intestinalis LRDSLTYTEHGQRKTVTSQDVVYALKRQGRTLYGFGI
532583_Entamoeba_histolytica IRDSVTYTEHAKRRTVTAMDVVYALKRQGRTLYGYS-

1708779_Blepharisma_japonicum VRDAVTYTEHAKRETVTALDVVYALKRQG--------
1708778_Blepharisma_japonicum VRDAVTYTEHARRKTVTALDVVYALKRQG--------
2851582_Blepharisma_japonicum VRDAVTYTEHARRKTVTALDVVYALKRQG--------
70777_Tetrahymena_pyriformis VRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG

10815_Tetrahymena_thermophila VRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
122100_Stylonychia_lemnae IRDSVTYTEHAKRKTVTALDVVYALKRQGRTLYGFGG
102411_Stylonychia_lemnae IRDSVTYTEHAKRKTVTALDVVYALKRQGRTLYGFGG
1763310_Euplotes_crassus IRDSVTYTEHAKRKTVTALDVVYALKRQGKTLYGFGG

11418829_Homo_sapiens IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
1731927_Anopheles_gambiae IRDAVAYTEHAKRKTVTAMDVVYAL------------

1493813_Gallus_gallus IRDAVTYTEHAKRKTVTAMDVVYALKRQERTLYGFGG
32097_Homo_sapiens IRDAVTYTEHAKRKTVTAMDVVYALKRQGXTLYGFGG
51311_Mus_musculus IRDAVTYTEHAKRKTVTAMDVVYRLKRQGRTLYGFGG

11418843_Homo_sapiens IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
70762_Bos_taurus IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG

1070598_Homo_sapiens IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
12847763_Mus_musculus IRDAVTYTEHAKRETVTAMDVVYALKRQGRTLYGFGG
1883026_Diprion_pini IRDAVTYTEHAKRKTVTAMDVRYALKRQGRTLYGFGG
1883030_Diprion_pini IRDAVTYTGHAKRKTVTAMDVGDALKRQGRTLYGFGG

1883034_Diadromus_pulchellus IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
10616_Tigriopus_californicus IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG

1883001_Apis_mellifera IRDAVTYTEHTKRKTVTAMDVVYALKIQGRTLYGFGG
1885348_Trichogramma_cacoeciae IRDAVTYTEHAKIPTVTAMDVVYALKRQGRTLYGFGG

1883028_Diprion_pini IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
10953803_Schistosoma_mansoni IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYG---

122092_Emericella_nidulans IRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGFGG
122099_Neurospora_crassa IRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGFGG

122094_Emericella_nidulans IRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGFGG
122103_Schizosaccharomyces_pom IRDAVTYTEHAKRKTVTSLDVVYSLKRQGRTIYGFGG
122107_Saccharomyces_cerevisia IRDSVTYTEHAKRKTVTSLDVVYALKRQGRTLYGFGG

11121217_Mortierella_alpina IRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGFGG
1742927_Agaricus_bisporus IRDSVTYTEHAKRKTVTALDVVYALKRSGRTLYGFGA

484442_Styela_plicata IRDAVTYTEHAKRKTVTALDVVYALKRQGRTLYGFGG
166311_Acropora_formosa IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG

12845285_Mus_musculus IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
7504327_Caenorhabditis_elegans IRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGFGG

70768_Psammechinus_miliaris IRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGFGG
103587_Pisaster_brevispinus IRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGFGG

3881586_Caenorhabditis_elegans IRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGFGG
10339_Solaster_stimpsoni IRDAVTYCEHAKRKTVTSMDVVYALKRQGRTLYGFGG

3287225_Paracentrotus_lividus IRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGFGG
1177238_Ascaris_lumbricoides IRDAVTYCEHAKRKTVTAMDVVYALKHQGRTLYGFGG

1183935_Physarum_polycephalum IRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
122101_Physarum_polycephalum IRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG

122105_Volvox_carteri IRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
1708110_Chlamydomonas_reinhard IRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
1360628_Trichomonas_vaginalis IRDSVTYTEHARRKTVTAMDVVYALKRQGKTLYGF--

297152_Lycopersicon_esculentum IRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
6006733_Mastigamoeba_balamuthi IRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG

70772_Triticum_aestivum IRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
12039318_Oryza_sativa IRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG

1806283_Sesbania_rostrata IRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
170747_Triticum_aestivum IRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG

886740_Zea_mays IRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
515377_Lolium_temulentum IRDAVTYTEHAXRKTVTAMDVVYALKRQGRTLYGFGG

663070_Pyrenomonas_salina IRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGFGG
11418851_Homo_sapiens IWYAVTNTEHAKRKTVTAMAVVYVLKRQGRTL-----
12854993_Mus_musculus IRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG

13794442_Nucleomorph_Guillardi VKDAVTYTEHARRKTVTAMDVIYALKRQGRTIYGFGY
11022579_Leishmania_major VRCSTAYTEYARKKTVTACDVVTALRKQGHILYGYA-
9757047_Leishmania_major VRCSTAYTEYARKKTVTACDVVTALRKQGHILYGY--

2222686_Leishmania_infantum VRCSTAYTEYARKKTVTASDVVTALRKQGHILYGYA-
2222684_Leishmania_infantum VRCSTAYTEYARKKTVTACDVVTALRKQGHILYGYA-

5738233_Leishmania_tarentolae VRCSTAYTEYARKKTVTASDVVNALRKRGQILYGYA-
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