
Histone H3 1 of 6 09/21/2001

 

9665156_Arabidopsis_thaliana -------------------------------------------------------------MA-RTKH-RVTR--SQPR------------------NQTGHLVCLKLIFGVVLV
5869895_Leishmania_major -------------------------------------------------------------MAGITKA-AVVA--SHPKKNVASRKM----------NKKSRSIAKKEAKAMRAD

12847495_Mus_musculus -------------------------------------------------------------MG-PRRK-PQTPRRRPSS-------------------PAPGPSRQSSS------
465803_Caenorhabditis_elegans MADDGPIIEEIAEKNGRVARIMQRLQHDTQRVTSVPGFNTSATGYADLIALLDQYKNDLEAVG-FNDL-EQARRRAPSVDITVGSNSTNLVDYSHGRHDMPSHRRHDSSDEEITA

5531479_Schizosaccharomyces_po -------------------------------------------------------------MA-KKSL-MAE---PGDP--------------------IPRPRK----------
486066_Saccharomyces_cerevisia -----------------------------------------------------METEVPAPVR-THSY-ALDRYVRQKR--------------------REKQRKQSLK------
7544110_Leishmania_mexicana_am -------------------------------------------------------------MS-RTK--ETAR----AK-TITSKK---------------SKKASS---AASGV
7544111_Leishmania_mexicana_am -------------------------------------------------------------MS-RTK--ETAR----AKRTITSKK---------------SKKASS---AASGV

729678_Leishmania_infantum -------------------------------------------------------------MS-RTK--ETAR----AKRTITSKK---------------SKKAPS---GASGV
2829296_Leishmania_braziliensi -------------------------------------------------------------MS-RTK--ETAR----TKRSITAKK---------------SKKAPS---TVSGL

442458_Trypanosoma_cruzi -------------------------------------------------------------MS-RSK--ETAR----SKRTITSKK---------------SKKPPR-PLVRPPR
9366737_Trypanosoma_brucei -------------------------------------------------------------MS-RTK--ETAR----TKKTITSKK---------------SKKASKGSDAASGV

516304_Cricetulus_longicaudatu -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
211859_Gallus_gallus -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
211855_Gallus_gallus -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-

14269420_Rhynchosciara_america -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
7415982_Drosophila_erecta -------------------------------------------------------------MA-RTK--QTTR---KSTGGKAPRK------------QLATKAARKSA-PATG-

288992_Xenopus_laevis -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
161481_Strongylocentrotus_droe -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-

70747_Psammechinus_miliaris --------------------------------------------------------------A-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
159967_Paracentrotus_lividus -------------------------------------------------------------MA-RTK--QTAR---KSTGGKASRK------------QLATKAARKSA-PATG-

10253_Strongylocentrotus_purpu -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
10258_Strongylocentrotus_purpu -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
70748_Strongylocentrotus_purpu --------------------------------------------------------------A-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-

161319_Lytechinus_pictus -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
288990_Xenopus_laevis -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
122074_Xenopus_laevis -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLVTKAAKKCA-PATG-
70755_Xenopus_laevis --------------------------------------------------------------A-RTK--QTAR---KSTGGKAPRK------------QLVTKAAKKCA-PATG-

122082_Drosophila_melanogaster -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
8070_Drosophila_melanogaster -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-

6686555_Asellus_aquaticus -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
7522681_Styela_plicata -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
484441_Styela_plicata -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-

2116601_Drosophila_simulans -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSV-PATG-
515005_Mus_pahari -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PTTG-

386772_Homo_sapiens -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
4504281_Homo_sapiens -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
1568559_Homo_sapiens -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
871260_Homo_sapiens -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKVARKSA-PATG-

2144744_Caenorhabditis_elegans -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PASG-
6686276_Caenorhabditis_elegans -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PASG-
9624455_Ajellomyces_capsulatus -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLASKAARKAA-PSTG-

529954_Emericella_nidulans -------------------------------------------------------------MA-RTK--QTARKSSKSTGGKAPRK------------QLASKAARKAA-PSTG-
3016_Neurospora_crassa -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLASKAARKSA-PSTG-

11118751_Zygosaccharomyces_bai -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLASKAARKSA-PSTG-
4966_Schizosaccharomyces_pombe -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLASKAARKAA-PATG-

11121219_Mortierella_alpina -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
70760_Mus_musculus --------------------------------------------------------------A-HTK--QTAR---KSTCGKAPRK------------QLATKAAXKSA-PSTG-
51298_Mus_musculus -------------------------------------------------------------MA-HTK--QTAR---KSTCGKAPRK------------QLATKAAXKSA-PSTG-

13631139_Homo_sapiens -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PSTG-
85001_Drosophila_melanogaster -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAAAKSA-PSTG-

484531_Mus_musculus --------------------------------------------------------------A-RTK--QTAH---KSTGGKAPRK------------KLATKAARKSA-PSTG-
484530_Mus_musculus --------------------------------------------------------------A-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PSTG-

14043129_Homo_sapiens -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PSTG-
211851_Gallus_gallus -------------------------------------------------------------MA-RTK--QTAR---KFTGGKAPRK------------QLATKAARKSA-PSTG-

3979986_Caenorhabditis_elegans -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PTTG-
860702_Caenorhabditis_elegans -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PTTG-

6006731_Mastigamoeba_balamuthi -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------AVATK-ARKTA-PPVG-
3880527_Caenorhabditis_elegans -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------ALATKAARKSA-IVTG-
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13652093_Homo_sapiens -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKST-PSTC-
9759615_Arabidopsis_thaliana -------------------------------------------------------------MA-RTK--QTAR---ISTGGKAPRK------------QLAPKAARQSA-PATG-

1362108_Nicotiana_tabacum -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
2565419_Onobrychis_viciifolia -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-

82610_Triticum_aestivum --------------------------------------------------------------A-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
166384_Medicago_sativa -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-

940018_Oryza_sativa -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-
122083_Encephalartos_altenstei --------------------------------------------------------------A-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PATG-

6010083_Entodinium_caudatum --------------------------------------------------------------T-KQT--ARKQ---ATPAGKAPRK------------QVGNKAARKSA-PAMG-
6010043_Entodinium_caudatum --------------------------------------------------------------T-KQT--ARKQ---ATPAGKAPRK------------QVGNKAARKSA-PVSS-

3875420_Caenorhabditis_elegans ----------------------------------------------------------------------------MCPGGKAPRK------------QLATKAARKNA-IVVG-
1197519_Narcissus_pseudonarcis ------------------------------------------------------------------------A---SWTGGKGXRK------------QXATKAARXSA-PATG-
13919643_Trichinella_spiralis -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PSAG-
9958067_Arabidopsis_thaliana -------------------------------------------------------------MA-RTK--QSAR---KSHGGKAPTK------------QLATKAARKSA-PTTG-
9369379_Arabidopsis_thaliana -------------------------------------------------------------MA-RTK--QTAR---KSHGGKAPRT------------LLATKAARKSA-PTTGG

10732809_Rubus_idaeus -------------------------------------------------------------MA-RTK--ETAR---KSTGGKAPRK------------QLATKAARKSA-PTTG-
7271058_Arabidopsis_thaliana -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKSA-PTTG-

488571_Medicago_sativa ----------------------------------------------------------------------------KSTGGKAPRK------------QLATKAARKSA-PTTG-
571475_Chlamydomonas_reinhardt -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKT--PATG-
576633_Chlamydomonas_reinhardt -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKT--PATG-
790700_Chlamydomonas_reinhardt -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLATKAARKT--PATG-
10086503_Arabidopsis_thaliana -------------------------------------------------------------MA-RTK--QTAR---KSTGGKGPRK------------ELATKAARKTRRPYRG-
556612_Plasmodium_falciparum -------------------------------------------------------------ME-RTK--QTER---KSTGGKAPRK------------QLASKEERKSA-PVST-
559807_Plasmodium_falciparum -------------------------------------------------------------MA-RTK--QTAR---KSTGGKAPRK------------QLASKAARKSA-PVST-
84330_Tetrahymena_pyriformis -------------------------------------------------------------MA-RTK--QTAR---KSTGVKAPRK------------QLATKAARKSA-PVSG-

161792_Tetrahymena_thermophila -------------------------------------------------------------MA-RTK--QTAR---KSTGVKAPRK------------QLATKAARKSA-PVSG-
161790_Tetrahymena_thermophila -------------------------------------------------------------MA-RTK--QTAR---KSTGAKAPRK------------QLASKAARKSA-PATG-
1360625_Trichomonas_vaginalis -------------------------------------------------------------MA-RTK--QTAR---KSTGGKTPRK------------SLGAKAARKST-PTID-

2253615_Dictyostelium_discoide -------------------------------------------------------------MA-RTK--QTAR---KSTGAKVPRK------------HIGSKQAHKQT-PVSS-
1763308_Euplotes_crassus -------------------------------------------------------------MA-RTK--QTAR---KNVGGKAPRK------------HIGQKSARKTASTTAG-

7630047_Arabidopsis_thaliana -------------------------------------------------------------MA-RSN--QTAR---KATGGKAP--------------HFAMRVWQHSTP-----
1814238_Euplotes_crassus -------------------------------------------------------------MA-RTK--QTAR---KTTGQKAPRKSVGGSKAPIGAGKSVVKASRKNVPSIIA-

6006739_Giardia_intestinalis -------------------------------------------------------------MA-RTK--HTAR--KTTSATKAPRK------------TIARKAARKTASSTSG-
13794441_Nucleomorph_Guillardi -------------------------------------------------------------MA-RTK--QTAR---KTVGGDINSR-------------ISEKRAKSDNSKNID-
3880606_Caenorhabditis_elegans -------------------------------------------------------------MV-PHQ--RTTV---RSIMNQLEKQ------------LQAGSRRNAAP------
1723293_Caenorhabditis_elegans ------------------------------------------------MFTACASVGQHSLWP-PHC--TRPL---KSEINTRDKE------------KKATGFFNYDNGKKLFF

12641727_Platichthys_flesus ----------------------------------------------------------------------REQ---KLELARLQVD------------TSGSKEFGTRP------
462241_Entamoeba_histolytica -------------------------------------------------------------MA-RTKG-HIER--PSNKSAKAVKN-------------VAFKAAKKMLSKDST-
10129812_Stylonychia_lemnae -----------------------------------MRTKSAASPNYSILKGKGKGKGKGKHLN-RMQV-TSQEAVNSTTDVMSFGKISN--------VEMPAQAARKMAKLPVTT

7499509_Caenorhabditis_elegans -------------------------------------------------------------MAGKKNLSG-----------------------------VCRKSCTQPV------
8096196_Lilium_longiflorum -------------------------------------------------------------MARPRKEAPQRNLDRDENARQQPTEEPQ--------DEAPRNQGRQQQQQRPP-

Consensus/80% .............................................................ht.+s+..pst+...ctstt+ts++............plts+st++ss.ssst.
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9665156_Arabidopsis_thaliana G--------------------------------------------------------------------------------------------------SQKKSYRYRPG-TVAL
5869895_Leishmania_major S--------------------------------------------------------------------------------------------------AGAKSRRWRPG-TVAL

12847495_Mus_musculus ------------------------------------------------------------------VG---------------------------------SQTLRRRQK-FMWL
465803_Caenorhabditis_elegans ANSHHQSPIN--------------------------------------------------------VGNRNDTDGTNGRNGSRAGSSSSDRVRMIAGRNRISKTRRYRPG-QKAL

5531479_Schizosaccharomyces_po --------------------------------------------------------------------------------------------------------KRYRPG-TTAL
486066_Saccharomyces_cerevisia -----------------------------------------------------------------------------------------------------RVEKKYTPS-ELAL
7544110_Leishmania_mexicana_am ----------------------------------------------------------------------------------------------------KKLHRRWRPG-TCAI
7544111_Leishmania_mexicana_am ----------------------------------------------------------------------------------------------------KKLHRRWRPG-TCAI

729678_Leishmania_infantum ----------------------------------------------------------------------------------------------------KRSHRRWRPG-TCAI
2829296_Leishmania_braziliensi ----------------------------------------------------------------------------------------------------KKVHRRWRPG-TCTI

442458_Trypanosoma_cruzi ----------------------------------------------------------------------------------------------------EARTPAVRPG-TVAL
9366737_Trypanosoma_brucei ----------------------------------------------------------------------------------------------------KTAQRRWRPG-TVAL

516304_Cricetulus_longicaudatu ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVTL
211859_Gallus_gallus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
211855_Gallus_gallus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

14269420_Rhynchosciara_america ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
7415982_Drosophila_erecta ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

288992_Xenopus_laevis ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
161481_Strongylocentrotus_droe ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

70747_Psammechinus_miliaris ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
159967_Paracentrotus_lividus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAS

10253_Strongylocentrotus_purpu ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
10258_Strongylocentrotus_purpu ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
70748_Strongylocentrotus_purpu ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

161319_Lytechinus_pictus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
288990_Xenopus_laevis ---------------------------------------------------------------------------------------------------ESKKPHRYRPG-TAAL
122074_Xenopus_laevis ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
70755_Xenopus_laevis ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

122082_Drosophila_melanogaster ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
8070_Drosophila_melanogaster ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

6686555_Asellus_aquaticus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
7522681_Styela_plicata ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
484441_Styela_plicata ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

2116601_Drosophila_simulans ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
515005_Mus_pahari ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

386772_Homo_sapiens ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
4504281_Homo_sapiens ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
1568559_Homo_sapiens ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
871260_Homo_sapiens ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

2144744_Caenorhabditis_elegans ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
6686276_Caenorhabditis_elegans ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
9624455_Ajellomyces_capsulatus ---------------------------------------------------------------------------------------------------GVKKPHRYKPG-AVAL

529954_Emericella_nidulans ---------------------------------------------------------------------------------------------------GVKKPHRYKPGGTVAL
3016_Neurospora_crassa ---------------------------------------------------------------------------------------------------GVKKPHRYKPG-TVAL

11118751_Zygosaccharomyces_bai ---------------------------------------------------------------------------------------------------GVKKPHRYKPG-TVAL
4966_Schizosaccharomyces_pombe ---------------------------------------------------------------------------------------------------GVKKPHRYRPP-TVAL

11121219_Mortierella_alpina ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
70760_Mus_musculus ---------------------------------------------------------------------------------------------------GVKKSHRYRPD-TVAL
51298_Mus_musculus ---------------------------------------------------------------------------------------------------GVKKSHRYRPD-TVAL

13631139_Homo_sapiens ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
85001_Drosophila_melanogaster ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

484531_Mus_musculus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
484530_Mus_musculus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

14043129_Homo_sapiens ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
211851_Gallus_gallus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

3979986_Caenorhabditis_elegans ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
860702_Caenorhabditis_elegans ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

6006731_Mastigamoeba_balamuthi ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL
3880527_Caenorhabditis_elegans ---------------------------------------------------------------------------------------------------SVKKVHRFRPG-TVAL
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13652093_Homo_sapiens ---------------------------------------------------------------------------------------------------GVK-PHRYRPG-TVAL
9759615_Arabidopsis_thaliana ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL

1362108_Nicotiana_tabacum ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL
2565419_Onobrychis_viciifolia ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL

82610_Triticum_aestivum ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL
166384_Medicago_sativa ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL

940018_Oryza_sativa ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL
122083_Encephalartos_altenstei ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL

6010083_Entodinium_caudatum ---------------------------------------------------------------------------------------------------GIKKPHRYRPG-TVAL
6010043_Entodinium_caudatum ---------------------------------------------------------------------------------------------------GIKKPHRYRPG-TVAL

3875420_Caenorhabditis_elegans ---------------------------------------------------------------------------------------------------AVKKPHRFRPG-TVAL
1197519_Narcissus_pseudonarcis ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL
13919643_Trichinella_spiralis ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
9958067_Arabidopsis_thaliana ---------------------------------------------------------------------------------------------------GVKKPHRFRPG-TVAL
9369379_Arabidopsis_thaliana VKKPHRYRPGTVALREIRKYQKSTELLIRKLPFQRLVREIAQDYKTDLRFQSHAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDAARKSAPTTGGVKKPHRYRPG-TVAL

10732809_Rubus_idaeus ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
7271058_Arabidopsis_thaliana ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL

488571_Medicago_sativa ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
571475_Chlamydomonas_reinhardt ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
576633_Chlamydomonas_reinhardt ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
790700_Chlamydomonas_reinhardt ---------------------------------------------------------------------------------------------------GVKKPHRYRPG-TVAL
10086503_Arabidopsis_thaliana ---------------------------------------------------------------------------------------------------GVKRAHRFRPG-TVAL
556612_Plasmodium_falciparum ---------------------------------------------------------------------------------------------------GIKKPHRYRPG-TVAL
559807_Plasmodium_falciparum ---------------------------------------------------------------------------------------------------GIKKPHRYRPG-TVAL
84330_Tetrahymena_pyriformis ---------------------------------------------------------------------------------------------------GVKKPHKFRPG-TVAL

161792_Tetrahymena_thermophila ---------------------------------------------------------------------------------------------------GVKKPHKFRPG-TVAL
161790_Tetrahymena_thermophila ---------------------------------------------------------------------------------------------------GIKKPHRFRPG-TVAL
1360625_Trichomonas_vaginalis ------------------------------------------------------------------------------------------------SQG-AKKQHRFRPG-TVAL

2253615_Dictyostelium_discoide ------------------------------------------------------------------------------------------------SSGGVKKVHRFRPG-TVAL
1763308_Euplotes_crassus ----------------------------------------------------------------------------------------------------MKKPHRYRPG-TVAL

7630047_Arabidopsis_thaliana ---------------------------------------------------------------------------------------------------PLKKPYRYKPG-TVAL
1814238_Euplotes_crassus -------------------------------------------------------------------------------------------------KQAIKKPHRFRPG-TVAL

6006739_Giardia_intestinalis ----------------------------------------------------------------------------------------------------IKKTGRKKQG-MVAV
13794441_Nucleomorph_Guillardi ----------------------------------------------------------------------------------------------------LKKVHRYKPG-TVAL
3880606_Caenorhabditis_elegans --------------------------------------------------------------------------------------------------EETNPSCT---GENSEF
1723293_Caenorhabditis_elegans FRFFFLC-------------------------------------------------------------------------------------------VKSKTLCTLMYDRTVAL

12641727_Platichthys_flesus --------------------------------------------------------------------------------------------------------------GTVAL
462241_Entamoeba_histolytica ------------------------------------------------------------------------------------------------------KKKRAHPG-AVAL
10129812_Stylonychia_lemnae VAPAN---------------------------------------------------------------------------------------------QSKKKMKRFKPG-QLAL

7499509_Caenorhabditis_elegans ------------------------------------------------------------------------------------------------------RSYPFHSG-TVAL
8096196_Lilium_longiflorum --------------------------------------------------------------------------------------------------AAPRRPRRFRPG-TVAL

Consensus/80% ...................................................................................................sh++s++a+st.sltl
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9665156_Arabidopsis_thaliana KEIRHFQKQTNLLIPAASFIREVRSITHMLA----PPQINRWTAEALVALQEAAEDYLVGLFSDSMLCAIHARRVTLMRKDFELARRLGGKGRPW------
5869895_Leishmania_major REVRKYQRSTELLIARTPFRRLVKEIMSTFK----DTMHMRHS--ALEAMQDATESYLVSLLCDANLCTIHAKRVTLYPKDLQLALRLRGE-RT-------

12847495_Mus_musculus KEIKTLQKSTDLLFRKKPFSMVVREICEKFS----RGVDFWWQAQALLALQEAAEAFLIHLFEDAYLLSLHAGRVTLFPKDIQLTRRIRGFEGGLP-----
465803_Caenorhabditis_elegans EEIRKYQESEDLLIPKAPFARLVREIMQTSTP---FSSDLRIRSDAINALQEASEALLVQMFDGSSLISAHSKRATLTTTDVQLYRRLCLPNL--------

5531479_Schizosaccharomyces_po REIRKYQRSTDLLIQRLPFSRIVREISSEFVANFSTDVGLRWQSTALQCLQEAAEAFLVHLFEDTNLCAIHAKRVTIMQRDMQLARRIRGA----------
486066_Saccharomyces_cerevisia YEIRKYQRSTDLLISKIPFARLVKEVTDEFTT---KDQDLRWQSMAIMALQEASEAYLVGLLEHTNLLALHAKRITIMKKDMQLARRIRGQFI--------
7544110_Leishmania_mexicana_am REIRKFQKSTNLLIQCAPFQRLVREVSSA------QKEGLRFQSSAIMAIQEATEAYVVSLMADTNLACIHAKRVTIQPKDIQLALRLRGERH--------
7544111_Leishmania_mexicana_am REIRKFQKSTNLLIQCAPFQRLVREVSSA------QKEGLRFQSSAIMAIQEATEAYVVSLMADTNLACIHAKRVTIQPKDIQLALRLRGERH--------

729678_Leishmania_infantum REIRKFQKSTSLLIQCAPFQRLVRGVE-R------QKEGLRFQSSAIMALQEATEAYIVSLMADTNLACIHAKRVTIQPKDIQLALRLRGERH--------
2829296_Leishmania_braziliensi REIRRYQKSTELLMQCAPFQRLVREVSSA------QKEGLRFQSSAILAIQEATEAYIVSLLADTNLACIHAKRVTIQPKDVQLAMRLRGDRH--------

442458_Trypanosoma_cruzi REIRQFQRSTDLLLQKAPFQRLVREVSGA------QKEGLRFQSSAILAAQEATESYVVSLLADTNRACIHSGRVTIQPKDIHLALCLRGERA--------
9366737_Trypanosoma_brucei REIRQFQRSTDLLLQKAPFQRLVREVSGA------QKEGLRFQSSAILAAQEATESYIVSLLADTNRACIHSGRVTIQPKDIHLALCLRGERA--------

516304_Cricetulus_longicaudatu REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
211859_Gallus_gallus REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAMHAKRVTIMPKDIQLARRIRGERA--------
211855_Gallus_gallus REIRRYQKSTELLIRKLPFQRLVREIAXD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

14269420_Rhynchosciara_america REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
7415982_Drosophila_erecta REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

288992_Xenopus_laevis REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCGIHAKRVTIMPKDIQLARRIRGERA--------
161481_Strongylocentrotus_droe REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTELRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

70747_Psammechinus_miliaris REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTELRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
159967_Paracentrotus_lividus REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTELRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

10253_Strongylocentrotus_purpu REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTELRFQSSAVMALQEASEAYLVGXXXDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
10258_Strongylocentrotus_purpu REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTELRFQSSAVMALQEASEAYLVRLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
70748_Strongylocentrotus_purpu REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTELRFQSSAVMALQEASEAYLVRLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

161319_Lytechinus_pictus REIRRYQKSTELFIRKLPFQRLVREIAQD------FKTELRFQSSAVMALQEAREAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
288990_Xenopus_laevis REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTXLRFQSSAVMALQXASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
122074_Xenopus_laevis REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQRSAVMALQEASEAYLVALFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
70755_Xenopus_laevis REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQRSAVMALQEASEAYLVALFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

122082_Drosophila_melanogaster REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVALFEDTNLCAIHAKRITIMPKDIQLARRIRGERA--------
8070_Drosophila_melanogaster REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRITIMPKDIQLARRIRGERA--------

6686555_Asellus_aquaticus REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKKSYYHAKGLQLARRIRGERA--------
7522681_Styela_plicata REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSSVMALQEASERYLVGLFEDTNLCAIHAKRVTIMPKDIQLGRRIRGERA--------
484441_Styela_plicata REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSSVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

2116601_Drosophila_simulans REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASETYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
515005_Mus_pahari REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLVRRIRGERA--------

386772_Homo_sapiens REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEACEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGEA---------
4504281_Homo_sapiens REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEACEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
1568559_Homo_sapiens REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVMALQEACEATLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
871260_Homo_sapiens REIRRYQKSTELLIRKLPFQRLMREIAQD------FKTDLRFQSSAVMALQEACESYLVGLFEDTNLCVIHAKRVTIMPKDIQLARRIRGERA--------

2144744_Caenorhabditis_elegans REIRRYQKSTELLIRRAPFQRLVREIAQD------FKTDLRFQSSAVMALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
6686276_Caenorhabditis_elegans REIRRYQKSTELLIRRAPFQRLVREIAQD------FKTDLRFQSSAVMALQEACEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
9624455_Ajellomyces_capsulatus REIRRYQKSTELLIRKLPFQRLVREIAQD------FKSDLRFQSSAIGALQESVEAYLVSLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS--------

529954_Emericella_nidulans REIRRYQKSTELLIRKLPFQRLVREIAQD------FKSDLRFQSSAIGALQESVEAYLVSLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS--------
3016_Neurospora_crassa REIRRYQKSTELLIRKLPFQRLVREIAQD------FKSDLRFQSSAIGLLQESVESYLVSLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN--------

11118751_Zygosaccharomyces_bai REIRRFQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAIGALQESVEAYLVSLFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS--------
4966_Schizosaccharomyces_pombe REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAIGALQEAVEAYLVSLFEDTNLCAIHGKRVTIQPKDMQLARRLRGERS--------

11121219_Mortierella_alpina REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAIGALQEASEAYLVSLFEDTNLAAIHAKRVTIQPKDIHLARRLRGERT--------
70760_Mus_musculus LEIRRYH-STELLIHKLPFQRLVQEIAQD------FKTDLRFQSAAIGALQEASEANRVGLFEDTNLCAIHAKCVTVIPKDIQLAHSILGERA--------
51298_Mus_musculus LEIRRYH-STELLIHKLPFQRLVQEIAQD------FKTDLRFQSAAIGALQEASEANRVGLFEDTNLCAIHAKCVTVIPKDIQLAHSILGERA--------

13631139_Homo_sapiens REIRRYQKSTELLVRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLAHSIRGERA--------
85001_Drosophila_melanogaster REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIIPKDIQLARRIRGERA--------

484531_Mus_musculus REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLACRIRRERA--------
484530_Mus_musculus REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAVHAKRVTIMPKDIQLACRIRGERA--------

14043129_Homo_sapiens REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
211851_Gallus_gallus REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

3979986_Caenorhabditis_elegans REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERA--------
860702_Caenorhabditis_elegans REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

6006731_Mastigamoeba_balamuthi REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSAAIAALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
3880527_Caenorhabditis_elegans REIRRYQKSTELLLRKLPFQRLVREIAQD------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERS--------
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13652093_Homo_sapiens REIRRYQKSTELLIRKLPFQRLVREIAQD------FNTDLRFQSAAVGALQEASEAYLVGLLEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
9759615_Arabidopsis_thaliana RDIRKYQKSTEILIRKLPFQRLVREIAQD------FKTDLRFQSSAVAALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKEIQLARRIRGERARGE-----

1362108_Nicotiana_tabacum REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVAALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLPRRIRGERA--------
2565419_Onobrychis_viciifolia REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVSALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

82610_Triticum_aestivum REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVSALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
166384_Medicago_sativa REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSVVSALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

940018_Oryza_sativa REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQTSAVRALQEAAERYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
122083_Encephalartos_altenstei REIRRYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSSAVAALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

6010083_Entodinium_caudatum REIRRYQKSTELLIRKLPFQRLVREVAQQ------FKSDLRFQSTAVLALQEASESYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGEK---------
6010043_Entodinium_caudatum REIRRYQKSTELLIRKLPFQRLVREVAQQ------FKSDLRFQSSAVLALQEASESYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGEK---------

3875420_Caenorhabditis_elegans REIRRYQKSTDLLLRKLPFQRLVREIAQD------VKQDLRFQSAAIQALQEASEYFLVGLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERN--------
1197519_Narcissus_pseudonarcis REIRRYQKSXELLIRKXPFQRXVREIAQD------FKTDLRFQXSAVAALQEAAESYLVGLFEDTNXCAIHAKRVTIMPKDIQLARRIRGERA--------
13919643_Trichinella_spiralis REIRRYQKSTELLIRKLPFQRLVREVAQD------YKTDLRFQSSAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
9958067_Arabidopsis_thaliana REIRKYQKSTELLNRKLPFQRLVREIAQD------FKTDLRFQSHAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDVQLARRIRAERA--------
9369379_Arabidopsis_thaliana REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSHAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDVQLARRIRGERA--------

10732809_Rubus_idaeus REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSHAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIR------------
7271058_Arabidopsis_thaliana REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSHAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

488571_Medicago_sativa REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSHAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
571475_Chlamydomonas_reinhardt REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSQAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
576633_Chlamydomonas_reinhardt REIRKYQKSTELVIRKLPFQRLVREIAQD------FKTDLRFQSQAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
790700_Chlamydomonas_reinhardt REIRKYQKSTELLIRKLPFQRLVREIAQD------FKTDLRFQSQAVVALQEAAEAYLVGLFEDTNLCAITAKRVTIMPKDIQLARRIRGERA--------
10086503_Arabidopsis_thaliana REIRKYQKSTDLLIRKLPFQRLVREIAQD------FKVDLRFQSHAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMSKDIQLARRIRGERA--------
556612_Plasmodium_falciparum REIRKSQKSTDLLIRKLPFQRLVREIAQE------YKTDLRFQSQAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIILKDIQLARRIRGERS--------
559807_Plasmodium_falciparum REIRKFQKSTDLLIRKLPFQRLVREIAQE------YKTDLRFQSQAVLALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS--------
84330_Tetrahymena_pyriformis REIRKYQKTTDLLIRKLPFQRLVRDIAME------MKNDIRFQSQAILALQEAAEAYLVGLFEDTNLCAIHARRVTIMTKDMQLARRIRGERF--------

161792_Tetrahymena_thermophila REIRKYQKTTDLLIRKLPFQRLVRDIAME------MKSDIRFQSQAILALQEAAEAYLVGLFEDTNLCAIHARRVTIMTKDLHLARRIRGERF--------
161790_Tetrahymena_thermophila REIRKYQKSTDLLIRKLPFQRLVRDIAHE------FKAELRFQSSAVLALQEAAEAYLVGLFEDTNLCAIHARRVTIMTKDMQLARRIRGERF--------
1360625_Trichomonas_vaginalis REIRKYQKSTDLLIRKLPFQRLVREIASG------FRGDLRFQSSAIAALQEASEAYLVGLFEDTNLCAIHANRVTIMERDVQLAQRIRGERN--------

2253615_Dictyostelium_discoide REIRKYQKSTDLLIRKLPFQRLVREIAQE------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIHLARRIRGERS--------
1763308_Euplotes_crassus REIRRYQKSTELLIRKLPFQRLVREIAQE------FKGDLRFQSSAVLALQEAAEAYLVSLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERS--------

7630047_Arabidopsis_thaliana REIRKYQKTTDLVIRKLPFQRLVKEIAQS------LKADLRFQTGAVSALQEAAEAFMVGMFEDTNLCAMHAKRSTIMPKDIQLAKRLRGDRV--------
1814238_Euplotes_crassus REIRKFQKSTDLLIRKLPFQRLVREIATE------YKSDLRFQSQAVLALQEATEAYMVSLFEDTNLCAIHAKRVTIMPKDIHLARRIRGERS--------

6006739_Giardia_intestinalis KEIKKYQKSTDLLIRKLPFSKLVRDIVTSGL----SKSDIRFQGAAVEALQESAENYIISLFVDTQLCAEHAKRVTIMKPDMELATRI-GKRIEPEYRKGK
13794441_Nucleomorph_Guillardi REIRKYQKSTNLLIRKLPFQRLVRELAQD------YKSDLRFQNSAVLALQEASESYLVNLFEDTNLCAIHAKRVTIMPKDIYLARRIRGEMIF-------
3880606_Caenorhabditis_elegans STTKNSLQTLNLLIRRAPFQRLVREIAQD------FKTDLRFQSSAVMALQEAAEAYLVGLLEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
1723293_Caenorhabditis_elegans REIRRYQKSTELLIRRAPFQRLVREIAQD------FKTDLRFQSSAVMALQEAAEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------

12641727_Platichthys_flesus REIRRYQKSTELLIRKLPFQRLVREIAQG------FKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA--------
462241_Entamoeba_histolytica TEIKVLQRSTELLLRKAPFQALVREIAQVS------KSDLRFQSAAISALQEAAEAYLVGLFEDTNLCAIHAKRITIMPKDMQLARRIRGERT--------
10129812_Stylonychia_lemnae KQIKKLQSSTDLLVKKLPFQRLVREIARS------SNPEIRFSIQGLLALQEAAECFLVGLFEDCHQCAIHANRVTVMPKDMQLARRLRGERQDA------

7499509_Caenorhabditis_elegans REIRKQQQSTELLIPRSRFERLVKELAQD------FVTDLIFRKDAIDALQAAVEDYLVELFRLGNLCAIKCKRVTIEADNLKFARRIRGEDE--------
8096196_Lilium_longiflorum REIRRIQRSNVPLIPHSPFMRLVRELAAE------FLDDCRFAAETFIMLKEVVEDELVNHFGNVQICSIHAKRIIITVKDFKLAKLLKGEPED-------
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